
logo MKNRQSKGI LIRSAQRI FLGSI ILAGI LTLVASYAAS IMLFMSAMQLPVAAYLSALKAQDAVNADS ILETIKNSLVDVKPVAMLANP I
LPGEDQNGRTVERLIKRDLVFMQFDNSEGKLPPVLAPKQAQLPQRAAGSYFQTI ILTEQQKPAPR I

L
A
I
VLDLFDPIGKSAVTGQDNQMKQLIAGPKTSDQ

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 185480 A9P85 RS04865 WP 027220941.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLGT.. 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLAK.. 77
consensus !********** **********************!*********!*******!*******!*!**!!************

logo

S
K
L
N
T
I
R
K
E
P
T
L
V
I
S
T
Q
T
V
L
N
G
E
N
S
A
T
L
R
S
HS IVYDTNVI SVESAADVDKGKDRATVRLVAVI IVLNELKTDDTRALSGSVASFYTSTGRSVTEAGNS INVFLYFISVLKVI

V
L
G
NNGI

S
K
P
Q
S
A
S
N
G
T
D
A
L
S
T
F
P
V
E
A
NSTKAEPVAKATSPSAPASYAQPVI

F
K
I
P
T
K
N
P
Q
Y
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.............VFITNQV 145
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 185480 A9P85 RS04865 WP 027220941.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 185480 A9P85 RS04865 WP 027220941.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 185480 A9P85 RS04865 WP 027220941.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAAPLTGATPAS 505
NTDB id 185480 A9P85 RS04865 WP 027220941.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAAPLTGATPAS 505
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAVPLTGATPAS 505
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDED..GMNCG..PIAGSCTFPTTGTSKSPSPFVDLGA.....KD.AT 529
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 185480 A9P85 RS04865 WP 027220941.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVT 605
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 PQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 185480 A9P85 RS04865 WP 027220941.1 PQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFR 685
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFK 681
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 185480 A9P85 RS04865 WP 027220941.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
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