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NTDB id 32 MW RS07995 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLI.ADGFIKEAQ 84
NTDB id 16 SA RS07765 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLI.ADGFIKEAQ 84
NTDB id 185461 FBA2 RS06610 WP 064777316.1 ...MKKKRNAFTLIEMVVVLAVIAMLVLLIAPNLMHQKETAVQKTDTALVATIQTQVELAEDDG.KTVSSLADLASGEKYLTNNQ 81
NTDB id 619 LCA RS06470 WP 011374999.1 ...MKKKRKAFTLIEMVVVLAIIALLILLVAPNLGAQKQRAEKKTDQALVTTLQTQVELASDEIGHQIKSLDEL..TDKYISKDQ 80
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NTDB id 32 MW RS07995 WP 000472256.1 KTCKSGETITISNGEAVAN.. 103
NTDB id 16 SA RS07765 WP 000472256.1 KTCKSGETITISNGEAVAN.. 103
NTDB id 185461 FBA2 RS06610 WP 064777316.1 VKQAEKRGITIKDNKVVQNTK 102
NTDB id 619 LCA RS06470 WP 011374999.1 LKHAKEKGITIEGGTVKQK.. 99
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