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NTDB id 185459 FBA2 RS06335 WP 064777287.1 MAAIIAFIIIFGILVVVHEFGHFYMAKRSGILVREFSIGMGPKLFAT.RKNGTTYTIRWLPLGGYVRMAGMADDESEIEAGTQAT 84
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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NTDB id 185459 FBA2 RS06335 WP 064777287.1 LLLDEQEIVQKINTSDKVTTLNGVPFQIAKTDLQKELWIEGYESGDESELKRYSVSHDATIVESDGTEVQIAPVDVQFQSASLIN 169
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
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NTDB id 185459 FBA2 RS06335 WP 064777287.1 RMLTNFAGPFNNFILAIVAFALFAFLNGGVPQNKAIVGTVMPNSPAQKAGLKTDDRLVKVAGKKVTTFTDFSSVIAKYPNK.... 250
NTDB id 291 STER RS01205 WP 011680685.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKG 252
NTDB id 323 STU RS10650 WP 011225396.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKG 252
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TLGKSGFLLITGTGNFSLNKLAGGPV
NTDB id 185459 FBA2 RS06335 WP 064777287.1 .PVNVQVKRAKQ.TKSLEITPKAVKVEGQKGKVGQIGVTAGLNHSVGAKLKYGFTQSWANATQIFKILGSFLTGGFSLNKLAGPV 333
NTDB id 291 STER RS01205 WP 011680685.1 DSLSVTVKRSNGQEETISVKPQE.....S.QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI.TNFSLNKLGGPV 330
NTDB id 323 STU RS10650 WP 011225396.1 DSLSVTVKRSNGQEETISVKPQK.....S.QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI.TNFSLNKLGGPV 330
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NTDB id 185459 FBA2 RS06335 WP 064777287.1 GMYSMTTQFASQGFTMLVYFLAFLSVNLGIMNLIPIPALDGGKLVINVIEAIRGKPISPEKEGIVTLVGVGMMVVLMVLVTWNDI 418
NTDB id 291 STER RS01205 WP 011680685.1 AMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDI 415
NTDB id 323 STU RS10650 WP 011225396.1 AMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDI 415
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NTDB id 185459 FBA2 RS06335 WP 064777287.1 QRFFF 423
NTDB id 291 STER RS01205 WP 011680685.1 MRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 MRAFF 420
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