
logo

MKNNWIYPVICL I SLNSLMLGGQSWLTWSLLLLAFVKL I SLRQTQITIMTVI
SGLCVLCVLGYGCGRFWI

L
A
S
R
Y
H
R
S
T
V
Y
E
TQPQVQRPNVANQVYFYKI

VQPD
NTDB id 185455 FBA2 RS04290 WP 235601712.1 ................................................MVSGLVLCLGGCRFWLARRTYEQPVRPNNQVYKIQPD 37
NTDB id 614 LCA RS05330 WP 011374769.1 MKNNWIYPVICLISLNSLMLGGQSWLTWSLLLLAFVKLISLRQTQITIMTIGLCLV.YGGRFWISYHSVTQPQQPVAQYFKVQPD 84
consensus ************************************************! !!*!** !*!!!* ** !! ! ! *!*!!!

logo

A
TIKQVAGDQS IVQLMTAI

QGQNQDDGQRTI
V
K
V
A
CYYRCQSTFSAEKRRWQQTTVNRHQPLVLFLAYGDE I

K
D
E
F
L
E
KR IQGATNQRNEFDYARFLMAGQQKHRCFYQALNTI

L
A
I
D
K
G
K

NTDB id 185455 FBA2 RS04290 WP 235601712.1 TIKVAGDQIQLMAQGQNDDQRVVCYYRCQSSAEKRRWQTTNQPLLLAGDIELERIQGATNRNEFDYARFMGQQKHCFYQANIIDG 122
NTDB id 614 LCA RS05330 WP 011374769.1 AIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKRIQGATNQNEFDYARFLAQQKRCFYQLTLAKK 169
consensus ! !!!! *!! ! !!*! ! * *!!!!!* !!!!!!! *!*! !* * !!!!!!! !!!!!!!!**!!!*!!!! *

logo TTVFARCL IRPRPQSGSGWLDWFLHQYRWRQQTCGAL ILYLRKQLPPTALRSFHAEQATLLCLGLVREASDQGVDLAHYQNVVLGHQLGI IHLLSLSGLHVFYFLVQTI
V IRRWCLATLY

NTDB id 185455 FBA2 RS04290 WP 235601712.1 TVFRCIPPQGWLDWFHQRRQQGLIYLRQLPPALSFHAEALLCGVRESDGLAYQNVLGQLGIIHLLSLSGLHVFYFVTIIRRLATL 207
NTDB id 614 LCA RS05330 WP 011374769.1 TTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGIIHLLSLSGLHVFYLVQVIRWCATY 254
consensus ! ! * *! !!! ! !! * *!!! !!*!! !!! !!*!*!! *!! !!!*!!!!!!!!!!!!!!!! ! *!! *!!

logo CR I
VPRERWLVNCVMSLFCGLLPLVYALFLVGGGTTS I STRAIAGL I LLSRL ILCEKQVLSGHFIQRQSRLDSWSLWVLLVNLFLWQPYLLHI SMGGI

LLSYLMAFAGL
NTDB id 185455 FBA2 RS04290 WP 235601712.1 CRVPREWVNVSLFCLLPLYALFVGGGTSITRAIGLILLRLICEVSHFQQSRLDSWSWVLLVNLLWQPYLLISMGGLLSYLMAFGL 292
NTDB id 614 LCA RS05330 WP 011374769.1 CRIPRERLNCMLFGLLPVYALLVGGTTSISRAIALILSRLLCKQLGIRQSRLDSWSLVLLVNLFWQPYLLHSMGGILSYLMAFAL 339
consensus !!*!!! *!* !!*!!!*!!! !!! !!!*!!!*!!! !!*! * !!!!!!!! !!!!!! !!!!!!*!!!!*!!!!!!!*!

logo IY I
Q
G
R
E
R
G
H
G
STFKTTVAFYWLGSLLSLPVCLRFNYRWHI

VLTI LMI
MNAGI

LVATP I FYLP I
V
M
VLGLAI IMVAI

S
C
V
L
M
L
WPVSHNLMI

VVNWGLCEEGWLLQTLTI
LYKGLAGLWI

V
A
V

NTDB id 185455 FBA2 RS04290 WP 235601712.1 IYQRRHGTFTTAFWLGLLSLPVCLRFNYRWHILTILINGIVAPIFLPVMLGLIMVAICLWPVSHMIVWLEEGLLTTLYKGLAWIA 377
NTDB id 614 LCA RS05330 WP 011374769.1 IYIGEGSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNALVTPIYLPIVLGLAIVASVMLPVSNLVVNGCEWLLQLIYKGLGLVV 424
consensus !! * !! !*!! !!!!!!!!!!!!!!!*!!!**!**! !!*!!**!!! *!! ** !!!***! *! !! *!!!!* *

logo

Q
T
F
IPHYAMTITFGKIPQL ILPLFLL IV I

T
G
V
S
TLLWL IMADGSQTAGI

R
R
S
A
N
K
QWGRKWRLKGRATLVI

VSLYLVAI SF ILAGIHFNPTVGRVI
VMFDIGQGDSLL IQQTPFNRHNQ

NTDB id 185455 FBA2 RS04290 WP 235601712.1 TFPYATITFGKIQLIPLFLIVIGTLWLMASTGRRAKWGW...GAVISLYVISFIGIHFNPVGRVIMFDIGQGDSLLIQQPFNRHN 459
NTDB id 614 LCA RS05330 WP 011374769.1 QIPHAMITFGKIPLLPLLLIVTVSLLLIDGQAISNQWRKRLKRTLVSLYLASFLAIHFNPTGRVVMFDIGQGDSLLIQTPFNRHQ 509
consensus !*! !!!!!!*!*!! !!! *! !* * ! *** **!!!* !!**!!!!! !!!*!!!!!!!!!!!!! !!!!!*

logo LL IDTGGRLALPQAEAKWQRRAQI
QVSRAEKVTVNYLYSCQGI

VDHI
L
D
EAI

VALSHQDADHIGDLNEQI LMKQHQIRVDKR I
L ICAAGLPQNRQFQRQI

V

NTDB id 185455 FBA2 RS04290 WP 235601712.1 LLIDTGGRLALPQEKWQRRQIVSRAEKVTVNYLYSCGIDHLEAIALSHQDADHIGDLNEIMQHIRVKRLICAAGLPQNRQFQRQV 544
NTDB id 614 LCA RS05330 WP 011374769.1 LLIDTGGRLALPQAAWQRRAQVSRAEKVTVNYLYSQGVDHIDAVALSHQDADHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQI 594
consensus !!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!*!*!!**!*!!!!!!!!!!!!!! !* *!!! !*!!!!!!!!!!!!!!!*



logo RPFHLATKTVAQI EPYLADGAQAHFKMI
VGHSQKQFINVLAPTVKVAPGKPGEGNASDSLVLQATQIGGASWLFTGDLEKQAEGERVAI IVDERYPQLRTVDYLKVGHHG

NTDB id 185455 FBA2 RS04290 WP 235601712.1 RPHLTKVAIEPYLADQHFMIGHQQINVLAPVVAGPGGNADSLVLQTQIGGASWLFTGDLEKAGEVAIVDRYPQLRVDYLKVGHHG 629
NTDB id 614 LCA RS05330 WP 011374769.1 RPFLATVQIEPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQAQIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHG 679
consensus !!*! ! !!!!!! *! *!*! !!!!! *!*! ! !!!!!! !!!!!!!!!!!!!! !! !!**!!!!! !!!!!!!!!!

logo SKQTASDPQTSVIAKKTLWHQLVKGAL I SATGREHNRYGHPHAQAETLQTTLKQARAKNVPFYWLNTADQCQGMLETWARYGFPGQSVEPKMI
L
K
QTTI

LKDCSDEK
NTDB id 185455 FBA2 RS04290 WP 235601712.1 SQTASDPQSIATWQVKGALISAGRHNRYGHPHAATLQTLKRANVPFWNTADCGMLEWRYGFGQVPMIKTTLKDCD. 704
NTDB id 614 LCA RS05330 WP 011374769.1 SKTASDPTVIKKLHLKGALISTGRENRYGHPHQETLTTLQAAKVPYWLTAQQGMLTWAYGPGQSEKLQTTIKDSEK 755
consensus ! !!!!! ! **!!!!!! !!*!!!!!!! !! !! ! !!*! !! *!!! ! !!*!! * * !!*!!***

X non conserved

X similar

X ≥ 50% conserved


