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NTDB id 1111 NGFG RS09220 WP 003689814.1 .......MSDLSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLTDDESRTFNLMKPDSCCPKC 73
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ...MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIIDHEKLTLSKPASSCPAC 77
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ...MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIIDHERLTLNKPASSCPAC 77
NTDB id 185420 A9404 RS05450 WP 066099259.1 MTLLATWAAFFTEYPAVWLGFAFILGLLIGSFLNVVIHRLPRMMQAEWHRDCRELLELPPEPDTASPFNLLHPRSACPHC 80
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .......MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITPPEGKLTLSLPRSTCPHC 73
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .......MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEPPKETLTLSVPRSSCQQC 73
consensus * * * * ***!**!!!!!!!!*!*!**!* *! ** * **! ! !*!* !

logo

G
H
R
Q
V
Q
T
Q
P IKRAISVWI

R
W
Y

D
QNIP I

V
L
L
V
I SYWLAVLLRGQKCHSAGNQSHCGKQTAHAKP INSMAIQRYPAL I ELLSTAGMF

G
V
L
M
L
C
F
T
S
G
L
F
L
V
A
I
V
V
A
F
T
M
W

H
Q
V

Y
F
P
G
W
F
P
G
S
T

A
V
W
Y
I

I
T
F
Q

A
M
T

L
V
G
F
A
V
L
G
V
W
L
I
F
V
F
L
G
S
T
A
F
Y
W
F
VL I SAALATI

F IDALFKDTLMTQYLL
NTDB id 1111 NGFG RS09220 WP 003689814.1 RVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQYL 153
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 1061 ABD1 RS18470 WP 001152280.1 QQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 185420 A9404 RS05450 WP 066099259.1 QTPIKSWQNIPLISWLLLRGKCAQCGHAISMQYPLIELLSGGLTLLAAWQFGPGATAVAVWVLGWVLIAAAIIDLKTTLL 160
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLLL 153
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTMLL 153
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NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSMTLPLIWLGLIFNLDG..GFVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVLI 231
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PDRFTLPLAALGLGINTFN..IYTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIV 235
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PDRFTLPLAALGLGINTFN..IYTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIV 235
NTDB id 185420 A9404 RS05450 WP 066099259.1 PDVLTLPLLWLGLLLALTGIGTTVTLKDAVLGAMVGYLSLWSIYWLFKLTTGREGMGYGDFKLLAALGAWLGWHQLPLVL 240
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PDQLTLPLLWGGIALALLGFS.PVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIV 232
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PDQLTLPLMWTGIALALAGIS.PVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMII 232
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NTDB id 1111 NGFG RS09220 WP 003689814.1 FVSSLIGLVAAIVM....RVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LLSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LLSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 185420 A9404 RS05450 WP 066099259.1 LLSAGVGAVIGIGMILFLKHDKRIPIPFGPYLASAGLLAYYLGMPI...LDLYLGAHRF... 296
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
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