logo

NTDB id 323 STU RS10650 WP 011225396.1

NTDB id 185397 A9497 RS07170 WP 024704166.

NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 323 STU RS10650 WP 011225396.1

NTDB id 185397 A9497 RS07170 WP 024704166.

NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 323 STU RS10650 WP 011225396.1

NTDB id 185397 A9497 RS07170 WP 024704166.

NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 323 STU RS10650 WP 011225396.1

NTDB id 185397 A9497 RS07170 WP 024704166.

NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 323 STU RS10650 WP 011225396.1

NTDB id 185397 A9497 RS07170 WP 024704166.

NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 323 STU RS10650 WP 011225396.1

NTDB id 185397 A9497 RS07170 WP 024704166.

NTDB id 291 STER RS01205 WP 011680685.1
consensus

I EL NV A AL T O TITIRL LR TENT

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
PELL e rrrrrrrrrrrrrrrrret

UL ARILRATAL ITAMLERL L ETRYRA V) T Y

GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGK GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]

D TR LA LARW: DT L AR S AT DR TN D5

QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

QNASTIWGRLITNFAGPMNNFILGVLVFITILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
N

AT ALSTAR LI SIAREFL AT AR E LA BT

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQI$SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN|
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN|

UL VLR SEY LOIUL & LIIFL D AR L LAY

FSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGY|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

FSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|
PELLE e rrrrrrrrrrrnt

AL AT g

AVMVVLMIAVTWNDIMRAF Fyy]
AVMVVLMIAVTWNDIMRAF F ]

AVMVVLMIAVTWNDIMRAF Fiyle]
I

X non conserved
B similar
>50% conserved
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