logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 185360 A9497 RS01775 WP 011681205.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 185360 A9497 RS01775 WP 011681205.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 185360 A9497 RS01775 WP 011681205.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 185360 A9497 RS01775 WP 011681205.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 185360 A9497 RS01775 WP 011681205.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

<0

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 185360 A9497 RS01775 WP 011681205.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

:

S
L
L

! ittt P LA g U

\/

TF
LKE. Ry FOLILL FIsRANeRT ImRogsl - DININQ - KQ "NEKVKLIAGHY - QYLD [MGESE 1| ZNNNLNDL
GLMIp.SFEBARSTIRNENRNET . . IWYR ¢ Y[ BLY VKSL AGNYE KL & |SGESELBELINELNDL
FESSPRILRELINAV ILLIYF Y. YR Y NNQ KQLNEKV SLIGIEY KL [9NS L ELWUNN NDL
[ * koK ok ¥ okook ok ok ok ok ok ok ok |k sokok b skoskokokokokok skokokskokok ok Dokok Doksk | Dokoskok Dkosk sk Dokskoskskok Dok 11

e TRV SR <4 Thota LRl D1 Doges V0| T
SEVlR{TQEN{ﬁQESNR{%SvléY ID V#ATNR% 9 Tv NQ AQﬁLt vBBEé @ NI LELLKD EN LE L5SQ
SEVMRLTMENLINQERYMRLIYS T LIFYMTDGVLATNRIIGQIMMIND T AKK QLYY EYL RISIL - LEQEE 1YIARIDL. I T[]
SEVFRLTHENLIAQEKNRL SILSYMTDGVLAT REGHITHINDWAQKQLN WRENALAGYILDILDBA HYTYRNDLITKT
P bk DL e DL ek Dbk b Dok D s DD b b b b Dok Do b bk Dok Dsksk sk b sk sk D bk Dk sk Dosksk sk | oskoskoskok
(L ERDEET RFALARREY LAV DA RN EERERRL VLT L WY AL
ELh{ésQ ﬁ YrnLVINT ALY | T
PE LRJNDMN[E NLRVRFALIRRESGFISGLVAVLHDWTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD GAl
PEIEL RRDINDEF TLRVIJFALIR ESGFISGLVAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGA
PEI L RRD|AGDEF TLR RFALJJRRESGFISGL AVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGA

Dbk Dok b s Dokokor D Dok D0 Do Do DL DL LD D b DL 0D b DL O b bttt st

P ————

DL R DNz VELTAFTAR o Lol ke LR
KVS{DETNR R VSD{{R{S §5TQ IN S \GRNEENR LIV
LME VAPBDFIKVSLDETNRMMRM TDLLIELSEIDNINTSHLDVELMNFTAFIT ILNRFDIY KEQOEISEMNKIAYE RDYP
LNEE APNIFIKVSLDETNRMMRMI DLLJNLSRIDNIY @L VE TNFTAFMTYILNRFGQIKSQE WHEKSIYEIIRDYP
LWE VAPNFIKVSLDETNRMMRMITDLLBLSRIDNENTSHLDVELTNFTAFMNYIL RFDQI[SQ RBIKUUYEIIRDYPH)
| |

Thok 00 DLTD U U T Tt DEL T Ew DU ek D d Daor DD DD Do D Lo L] okkosor ok N

TS T AR

NSIW EIDTDKMTQV DNILNNAIKYSPDGGKITVIMKTT jQ ILSISDEIGLGIPKWNDLPIAIFDRFYRVD ARSRAQGG
NSIW EIDTDKMTQVIDNILNNAIKYSPDGGKITV MKTTDTQLI SISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGG

IS W EIDTDKMTQVIDNILNNAIKYSPDGGK T MNTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGG

T

Al

i

ORI bt

ke
VER+

TGLGLSTAKEI KQHKGFIWAKSEYGKGSTFTIVLPYD|SDA €3 |y 449
TGLGLSIAKEIVKQHEGFIWAKSEYGKGSTFTIVLPYD DA Il M..... 446
TGLGL TAKEIVKQHKGFIWANMSEIMGIIGSTFTIVLPY DIl EBES 450

158
157
157

238
237
237

316
317
316

396
397
396



(>4 S

non conserved
similar
>50% conserved



