
logo MPFI ITKI STATQKKQNTTDERFLNI FLDDGSGEKYAFSVDAQDI
VL IVKFYENLKQKGKELDDLDE I IMDE IQYGDEL IVKKAGFYNKRALDEFLSYRMRS

NTDB id 185327 A9C19 RS17120 WP 072581052.1 MPIITKITAQKQTTDRLNIFLDDGSGEKYAFSVDQDILIKYNLQKGKELDDLEIMDIQYGDLIKKAYNKALEFLSYRMRS 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDD....KYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRS 76
consensus !! !!!!* !! !*! !!!!!!****!!!!!!! !*!*!* ! !!!!!!!!*!**!!!!! *!!**!*!!*!!!!!!!!

logo

I
TKEVEKDHYLKLKKETYESEPPVVCIALEVIGHKRLNQDEYKYLVNDLQEFAAEAYVRSTHQKWKQTNGKGPDSVI

L
F
KRELRAEKGI

V
D
H
D
P
D
N
F
TI EKEALESPSFYNSFQEAD

NTDB id 185327 A9C19 RS17120 WP 072581052.1 IKEVKDYLLKKEYEEVVCLEVIGKLQEYKYVNDLEFAEAYVRTQWQTNGKGPSVIKRELREKGVHPNFIEEALEPYNQEA 160
NTDB id 116 BSU 08520 NP 388733.1 TKEVEDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFED 156
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NTDB id 185327 A9C19 RS17120 WP 072581052.1 QIEEAIGHANKVLKKNHKLSTVQLQQKTEQYLVRKGFPFGIISIVLEEVNINQDESEEWSALEKHAEKAERKYQSEEPYV 240
NTDB id 116 BSU 08520 NP 388733.1 QTREAVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYE 236
consensus ! !!* ! !*!!! *!!!! ! !* ! !!!!*! *!! ** * *!! ! !! !!!!! !!! * *!
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NTDB id 185327 A9C19 RS17120 WP 072581052.1 FKMKMKQFLYRKGFPLELIDKYLEQEGEEN 270
NTDB id 116 BSU 08520 NP 388733.1 SAMKVKQFLFRKGFSLDLIEQLLQEEEY.. 264
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