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NTDB id 185325 A9C19 RS15505 WP 072580779.1 GITRHHLSNSGIQMMLRKLVEQNRQEFKVFAKASDKNGFIEQLEGMLTEFKRYCLSPQELEEYLLRAH..TDIDKKTLTD 158
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 KLHDMAILYKQLEINLSEQYVDSEDYLKLLAEKVEYSPYLQAADIYIDGFHSFTPQEFEVIGALMKHAKSVKIALTQDKP 238
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 YEAFLPHELHLFQMTGKTYNKILTLAHDMEKEIEEPIVLKEQYRFINSPSLQHLESYYDTRPTTVYEQE.TDVTIFQAAN 317
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYK.ELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAAN 319
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 RRAEVEGIAREIHSLVRQSGYRYRDVALLIRNSNDYRDVIEQVFKDYEIPFFIDQKRSMLNHPLVELIRSVLEVINGFWR 397
NTDB id 120 BSU 10620 NP 388943.2 RRAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWR 399
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NTDB id 120 BSU 10620 NP 388943.2 YEAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRD 479
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 IVVTPIVTLQKRLKRAKTGRALAEALYVFLEELQIPQKIEKLRQTAEEKGQLLEAREHDQAWQAIVNLLDEFVEMLAEEE 557
NTDB id 120 BSU 10620 NP 388943.2 WIVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDE 559
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 VSTKLFSDMLETGLEAMKFALVPPSIDQVLIADLEKSRFFNMKCAFIVGVNDGVLPARPKEEGILTEDDREALHFQGIQL 637
NTDB id 120 BSU 10620 NP 388943.2 ISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVEL 639
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 APTSRQQLLDENFIIYMGLMSPSDHLYLSYPMADEEGKTLLPSGLLKRIEEIFPKLEKRRLINEPEQLSFSEQLGFMVNE 717
NTDB id 120 BSU 10620 NP 388943.2 SSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNK 719
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 HVTLSYVTSQLQSWKKGYPINPIWWDAYNYFVTSYNQAITKKVLSSLSYENKTEQLDRGVSRELYGEHIQGSVSRMEQFN 797
NTDB id 120 BSU 10620 NP 388943.2 SVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFN 799
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 SCPFSHFASHGLKLKERQFFKLEAPDIGQMFHSALKLISDRLQQLNMDWKELSKDKCDRLSFDAVEKLAPRLQKEILLSS 877
NTDB id 120 BSU 10620 NP 388943.2 ACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSS 879
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 NRYHYIKRKLQKILSRASTILSEHAKASGFAPVGLELGFGKGGELPAIRFTLPNGCTMEVAGRIDRVDKAAGSNGVLLRI 957
NTDB id 120 BSU 10620 NP 388943.2 NRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRI 959
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 VDYKSSDKNVQLSEVYYGLALQMLTYLDVIISNSRMWLGVEASPAGVLYFHVHDPMIQASTILSDEKLDDEIFKKFKMKG 1037
NTDB id 120 BSU 10620 NP 388943.2 VDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKG 1039
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 LLLGDVEAVQMMDHSLLEGGTSNIVAAGLKKDGSFRSNSSIASEADFKLLRGHVRSTFKRVGTSITDGVIDISPYKIKDK 1117
NTDB id 120 BSU 10620 NP 388943.2 LLLGDQEVVRLMDTTLQ.EGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNK 1118
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NTDB id 185325 A9C19 RS15505 WP 072580779.1 MPCTYCEYKSVCQFDDSLEENNYRVLKSEKNEDILSRLREEVKGDE.. 1163
NTDB id 120 BSU 10620 NP 388943.2 TPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
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