
logo MDDHAKRLYDTKPDKKLQPQTI
VENLASCKAI

VYI
TVNRHAKTAPNPKFYLYLTLKKKRAL IQKLVKNEGKAGKKEIGLHFSKNNPKRFYSKQQQSDVL IVSAIG

NTDB id 185316 A9C19 RS12640 WP 072580282.1 MDDHKRLDPKKQQTIENLACAIYIVNRHAKTAPNPKFLYTLKKKALIKLVNEGKAKKEGLHFSNNPKYSKQQSDVLVSAG 80
NTDB id 88 BSU 14020 NP 389285.1 MDDHA.YTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIG 79
consensus !!!! * * !*!*!!! *!*! !!!!!!!!!!!!*!! !!!*!! !!! !!!*!! !!!!! !!**! !!!!!!*! !

logo

D
EYYFHMPPTKEDFDEHKLPHLGSTLNQSTYRNPKRATHQMSLSTKAKHLLLQENYVGMKDEDKPRKLAHSKPLVPQANRKQQTPRATYEHKPVFKKLGESYFR

NTDB id 185316 A9C19 RS12640 WP 072580282.1 EYYFHMPPTKEDFDKLPHLGSLNQTYRNPRTHMSLSKAKLLLQNYVGMKDDRKAHSKPLQARKTRTYEKPVFKKLGESYR 160
NTDB id 88 BSU 14020 NP 389285.1 DYYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPL.....VPNRQQPAYHKPVFKKLGESYF 154
consensus *!!!!!!!!!!!!**!!!!!*!!!*!!!!* *!!!*!!!*!!! !!!!!* * ******* ! * !*!!!!!!!!!!!
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