
logo MF
IRYPNGKTVFYQPKEHQSEVSVKSKQKNRSQKQQRAHPSFPSTYSNRGMS

TLEDDLNETNKQYYLATHNQIAVIHKKPTPVQIVNVDHYPKRRSAAVIKRE
NTDB id 185311 A9C19 RS07845 WP 072581794.1 MFRYPNGKVYQPKEQEVKKKRQQQHPSFTYSNRGMSLEDDLNETNQYYLAHQIAVIHKKPTPVQIVNVDYPRRSAAVIRE 80
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRA..PSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKE 78
consensus ! !!!!!! *!!!* ! *****!!!!!!*!!!!!!!!! !!! *!!!!!!!!!!!!!!!!!*!!*!!!!!!*!

logo AYFKQSSTTDYNGIYKGKRYIDFEAKETKNKTSFPLQNFHDNHQIDEHMKQSVI
K
A
RQDGGICFVI ILSAFDQQFVYFLEADEKPLFTYFWDR

NTDB id 185311 A9C19 RS07845 WP 072581794.1 AYFKQSSTTDYNGIYKGKYIDFEAKETKNKTSFPLQNFHNHQIDHMKSVIRQGGICFVILSAFQQFYFLEAEPLFTFWDR 160
NTDB id 117 BSU 22310 NP 390112.1 AYFKQSSTTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDR 158
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!*!!! ! ! !!!!!!*!!! ! !!!!!**!! !!!!

logo KEKNGNGRKS IRSKSDE I
L
E
N
E
K
T
YAHYPVIPSLQGYAQAPR IDYI

L
K
S I IDEKQLYFSPSSGAKG

NTDB id 185311 A9C19 RS07845 WP 072581794.1 KENGGRKSISSDEINKYAHVIPQGYQARIDYLKIIDKLYF........ 200
NTDB id 117 BSU 22310 NP 390112.1 KEKNGRKSIRKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !! !!!!! !!* !**!* !! *!!!!* !!* !!!********

X non conserved

X similar

X ≥ 50% conserved


