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MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDAL IGRPVQLMLTRPRDI ERL I EQFYPQRGRLGEQLVQEGTLSRDQL
NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPP 400
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..........................................................MSQYTICEQQTERIFD...ISP 19
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGKEILPAVMAEKDIIRLIERYFGEKGFEKLNK 480
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALSPEQQPIYEES 99
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 ELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARL 560
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ELA......FVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRI 173
NTDB id 185304 A9C19 RS06495 WP 099092742.1 ....................MQAIEQLSERMIEEACSLRASDIHIIPKEYETLVQFRIDDDLLEKHYMKKELSERMISHL 60
NTDB id 96 BSU 24730 NP 390353.1 ....................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHF 60
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NTDB id 1306 DR RS10060 WP 027479822.1 KIMGHLDIAERRVPQDGRVRFKKGS.IDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNG 639
NTDB id 1384 A4U84 RS08525 WP 010787006.1 KLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQG 253
NTDB id 185304 A9C19 RS06495 WP 099092742.1 KFLASMDIGEKRRPQNGSLTFATPN.VKVNLRLSTLPTIHEESLVIRILPQEKI.PHIDHLSLFPTTTKRLLSILNHSHG 138
NTDB id 96 BSU 24730 NP 390353.1 KFLSAMDIGERRKPQNGSLTLKLKE.GNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGATLLSFLKHSHG 138
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NTDB id 1306 DR RS10060 WP 027479822.1 IFLVTGPTGSGKSFTCFSTLKRIAK.PEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRD 718
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LILVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRD 332
NTDB id 185304 A9C19 RS06495 WP 099092742.1 LMIFTGPTGSGKTTTLYSLIHYAKQHFNRNIITLEDPVETKSEEVMQVQVNEKAGITYAAGLKAILRHDPDIIMVGEIRD 218
NTDB id 96 BSU 24730 NP 390353.1 MLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRD 218
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NTDB id 1306 DR RS10060 WP 027479822.1 QETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGIS 798
NTDB id 1384 A4U84 RS08525 WP 010787006.1 EESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCDECY........ 404
NTDB id 185304 A9C19 RS06495 WP 099092742.1 HETAQIAIRASMTGHLVLSTMHTRDAKGAIYRLLEFDVSLSEIEQTLVAVTAQRLVQLKCPFCEDA.CS.PY........ 288
NTDB id 96 BSU 24730 NP 390353.1 AETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENG.CSSVY........ 289
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NTDB id 1306 DR RS10060 WP 027479822.1 ERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTL 878
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .................Q..GY.RGRIGVYQCLSRTA.....KKFDKQ.....TAYLDFSSLRESAKQKIEQQLTNETEV 454
NTDB id 185304 A9C19 RS06495 WP 099092742.1 .................CKKLRRKRRLSVYELLYGKNLTSVMKEAKGE.....VAEYSYPTLKDVIKKGIALGYLYPNSY 346
NTDB id 96 BSU 24730 NP 390353.1 .................CRQSRNTRRASVYELLYGKNLQQCIQEAKGN.....HANYQYQTLRQIIRKGIALGYLTTNNY 347
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NTDB id 1306 DR RS10060 WP 027479822.1 EEVLAVTAS 887
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DRVLGYE.. 461
NTDB id 185304 A9C19 RS06495 WP 099092742.1 DRWVFKHEE 355
NTDB id 96 BSU 24730 NP 390353.1 DRWVYHEKD 356
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