logo

NTDB id 1137 NGFG RS02425 WP 003694976.1
NTDB id 1121 NGFG RS02425 WP 003694976.1
NTDB id 185125 AS012 RS02420 WP 003692820.1
NTDB id 1087 NMV RS07485 WP 014574103.1
consensus

logo

NTDB id 1137 NGFG RS02425 WP 003694976.1
NTDB id 1121 NGFG RS02425 WP 003694976.1
NTDB id 185125 AS012 RS02420 WP 003692820.1
NTDB id 1087 NMV RS07485 WP 014574103.1
consensus

logo

NTDB id 1137 NGFG RS02425 WP 003694976.1
NTDB id 1121 NGFG RS02425 WP 003694976.1
NTDB id 185125 AS012 RS02420 WP 003692820.1
NTDB id 1087 NMV RS07485 WP 014574103.1
consensus

0 AP AL

L L ALOVLARE T L L

MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN
MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN|

MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN
MKNNDCIJRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN

A L NGNS

YNLYQNG NP BIDGDFKLRNL INLAKAQLIRFGYELK ALPDAVAI YAVCKDSSGPAPTLSGNENESSNCDIS
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