
logo MWELVKAGGWI
MMLP I I LCS IAALTAGI IVAVERLWTLRLPSRVSTPPHLLGQVWKRQWIKDKQLNSGNQKRLKELRADSSPLGE I

VLAAGLANSKHRGR
NTDB id 184976 THL1 RS10775 WP 069083260.1 MWELVKAGGWMMLPIILCSIAATAIVAERLWTLRLSRVSPPHLLGQVWRQIKDKQLNGQRLKELRASSPLGEVLAAGLANSKHGR 85
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLANSKRGR 85
consensus !!!!!!!!!!*!!!!!!!!!!! *!* !!!!!!!*!!!*!!!!!!!!!* !!!!!! !*!!!!!! !!!!!*!!!!!!!!!*!!

logo E IMKEC I EEAAASRVI
VHDELERYLNALGTIAAGI

MAPLLGLLGTVFLGMIDE I FGSAGFMEGNSGMANAPLLAGGIASKAL IVTTAAGL IMVAGIPALVF
NTDB id 184976 THL1 RS10775 WP 069083260.1 EIMKECIEEAASRVIHELERYLNALGTIAAMAPLLGLLGTVFGMIDIFGGFMENGMANAPLLAGGIAKALVTTAAGLIVAIPAVF 170
NTDB id 1200 PSJM300 12655 AFN78593.1 EIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAAGLMVGIPALF 170
consensus !!!!!!!!!!! !!*!*!!!!!!!!!!!!**!!!!!!!!!! !!!*!! *!! !!!!!!!!!!!! !!!*!!!!!!*!*!!!*!

logo FHRFYLLRRVDELVVAGMEQEAIKLVEVVQGDRDEVDFLAGEEGAKAKA
NTDB id 184976 THL1 RS10775 WP 069083260.1 FHRYLLRRVDELVVAMEQEAIKLVEVVQGDREVDFAEEAKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 FHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!! *! *
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