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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 184975 THL1 RS10770 WP 069086478.1 MLSGLAALAAGLLALRWMPALPPVWWLYLLLAV.....GLLLLGGRAWRA.......GFFLVGLGWACLSAQWALDDRLALELDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPV.....GLLLLPFRWRPL.......AFFLFGLVWACLNAQWALDDRLPVDLDG 73
consensus !********!!***!***!*!****** *!* * *!!****! ** **** !**!*** !!**!***!*****!

logo

K
Q
R

D
T
V

F
I
R

R
W
A
L
T
EGQRVVATVEGLPDESRVARTDEGGDAVTVRFLEFLDERDEI EILSSHDSRAGHRDAAGRVLPKPSR I

L
VRLASWYGLGRSWHERQREAEAATDRRAGIPDEP I

L
M

L
Q
R

A
P
SGQERWQRLTAALVRLKRPSH

NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 184975 THL1 RS10770 WP 069086478.1 QVRWLEGRVVGLPSVADGVVRFELDEL.HSARARLPKRLRLSWYGG....................PPMLAGERWRLAVRLKRPH 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 184975 THL1 RS10770 WP 069086478.1 GLVNPATFDYEAWLLARRTGGTGSVRTGERLEPAG............GLYAWRDELRQRLLQVDAW.GRAGGLAALVLGDGSGLT 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 184975 THL1 RS10770 WP 069086478.1 NRDWRLLQDTGTTHLMVISGQHITLFAGVLYGLVAALAR.......LGL..WPRRLPWLPSACTLALVGGVGYGLLAGFDVPVQR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 184975 THL1 RS10770 WP 069086478.1 ACVMLAVVLLWRLRFRHLGFLTPLMVALCAVLLAEPLVVLQPGFWLSFGAVLLLVFCFA.......GRLGTWAWWQ.......SW 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWWR.......AL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 184975 THL1 RS10770 WP 069086478.1 WRAQWAMGLGLAPILLALALPISLSGPLANLVAVPWISLVVLPLALLGTLLLPVPLLGEALLWLSGGALELLFRGLAWTAMQLPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 184975 THL1 RS10770 WP 069086478.1 WIPAQVPGWAWLLSALGTLLLMAPAGVP...LRSFGFALLLPMLMPLLARPAPGQAEVWVFDVGQGLSVLIRTREHALLYDAGPR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 184975 THL1 RS10770 WP 069086478.1 RGDF.DIGERVVVPALRGLGLSRLDLMLISHADSDHAGGALAVQRGLAVARVMSGEPGRL.......PPDLNAQPCAVGDAWSWD 600
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 184975 THL1 RS10770 WP 069086478.1 GVRFLVWKS......PVAGDSNERSCVLAVEAAGERILLSGDLGTRGEAAWVASGQ..PLAARWLVAGHHGSRTSSSPAFLRAVQ 677
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVA 677
consensus *! ! *** * ! *! *!!!! ***!*****!*!!** *!*!***** * !**!***!!!!**!!!**!! !!

logo

P
A
D
Q
G
K
V

V
A
L
V
F
I
Q
S
V
R
S
G
H
S
Y

H
L
RNARSFYGHPHPALQVLVWKQSR I

L
Y

G
Q
R

A
G
N

A
L
R

P
G
I
AE I

L
R

L
H
R
DTDAAEHQTGAVLLSVI

L
E
Q
R

T
L
R
G
G
A
D
F
H

A
G
V

LAEG
V

A
P
R

E
R
T

A
R
S

M
R
W

S
R
D
E
M

E
K
R

S
P
V
R
Y
FWSRSEAKLEVAALAETTEPTGAQP

NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 184975 THL1 RS10770 WP 069086478.1 PQKVVISRGHLNSYGHPHPLVVSRIRGLPAEIHDTAEQGALLLRLGAHV..EPESWREKSVFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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