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NTDB id 184966 THL1 RS04955 WP 069082224.1 MSADSLSLPSALSAQGRRIFRLYSLYRLLIGVALVVLISSELDDELLDLARPELFRNASWFYLILNTLIAALVPRPRSMVQVFSL 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRL...SEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFIL 82
consensus ! !* ! !*** !! !! !!!*!!!! !!* !!*!!!!!!*! *! ! *!!!!* *!!*!!* ! !*! *!**! ****! !

logo ALVTVDVLLMLCSCGLFFYAGGGTVPSGIAGNSLLMVVASVAIASNI LLRGR IGLLVI
VAAAVASTI

LGL ILYLTFFYLSLSHSPDQAATNSHQFYVQAGGFLGATLCFAAA
NTDB id 184966 THL1 RS04955 WP 069082224.1 AVVDVLLLSCLFFAGGGTPSGIANLMVVSVAISNILLRGRIGLLVAAVATIGLIYLTFYLSLSHPQAASQFVQAGGFGALCFAAA 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAA 167
consensus !* !!!*!**!!*!!!! !!!!* !*!! !!! !!!!!!!!!!**!! !**!!*!!!!*!!!!*! ! **!!!!! ! !!!!!!

logo LFVIQAGLSVRRLQEQLQSTETLASEEQRAAEDTVANLEAELNALQI LEQRMRTGI LVLVDPSRNQAQI LLANNQAGALQGTLLGRKQDDNLVMQGARPSLDGRTHQCSPREMLLMAHCSLMKQQ
NTDB id 184966 THL1 RS04955 WP 069082224.1 LFIQGLSRRLQLSETLSEQRAADVANLEALNAQILERMRTGILVLDPRNQILLANNGAQTLLGKDNLMGRPLDTQCRELLASLQQ 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQ 252
consensus ! !!*! !! *!!! ! !! !!!!! !!! !! !!!!!!!!*!*!* !!!!!**! !! ! * ! *! *** !**** !

logo WLRALNPSTLRPPQSTI
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PDGPTLVQPSF IVHSLNQREGDNDEKQHNTVL IVFLEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE IRNPLGAI SHAAQLLQE

NTDB id 184966 THL1 RS04955 WP 069082224.1 WLANPTLRPQSIQAFADGPTLQPSFVHLQRGNEKNTLVFLEDISQIAQQAQQLKLASLGRLTAGIAHEIRNPLGAISHAAQLLQE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 WRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQE 337
consensus ! !!*!!!*** *!!!!*!!!!**!*! * * !*!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEELDQAGPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQASEPQLQLDLKEYWLQTRFAVDSEFYPRGSRTLSGRANDNQSETLHLQTLTGLAGGSDTI
LQTRMDPHQLNT

NTDB id 184966 THL1 RS04955 WP 069082224.1 SEELQGPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQSEPQLLDLKYWLTRFASEFRSTSGANQTLHLTTLGSTLQTRMDPHQLT 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLN 422
consensus !!!! *!!!!! !!!!!*!*!!!!!!!!!!!!!!!!! !!! !!!! !! !! !** !!! * *!!!!!!!!!

logo QVLSTNLVQNGLRYSAKQAQHGSQRGQVWLKSLAFRDPESDLPVLE I
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LFEPFFTTESKGTGLGLYI
LSRELCESNQAR I

L

NTDB id 184966 THL1 RS04955 WP 069082224.1 QVLTNLVQNGLRYSAKQHSQGQVWLKLFRDPESDLPVLEVEDDGEGVAPEQVHNIFEPFFTTESKGTGLGLYISRELCESNQARL 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARI 507
consensus !!!*!!!!!!!!!!! ! !!!!! ! !!!!!!!!!!!* !!!*!!*** **!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*

logo DYKRNPREEPGVGGSCFR ITFAHPRKLS
NTDB id 184966 THL1 RS04955 WP 069082224.1 DYKPREPVGSCFRITFAHPRKLS 533
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DYRNREEGGGCFRITFAHPRKLS 530
consensus !!**!!* ! !!!!!!!!!!!!!
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