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NTDB id 184127 A9E82 RS04595 WP 011946023.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.............VFITNQV 145
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTRIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAAPLTGATPAS 505
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAAPLTGATPAS 505
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAVPLTGATPAS 505
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDED..GMNCG..PIAGSCTFPTTGTSKSPSPFVDLGA.....KD.AT 529
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTSFSKEMGVKWGILSQGINQN.....SNLLVGGSETTLWNLRNPDSNGTYTI.....ERPDNLNVDLGV.....TTTGA 522
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVT 605
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 PQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFR 685
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFK 681
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NTDB id 184127 A9E82 RS04595 WP 011946023.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
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