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NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYY..AIFSASYLALLGFVFLLVCL........FIQFPWKSAGKVLIICGIFGFWFVFQ 70
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYY..AIFSASYLALLGFVFLLVCL........FIQFPWKSAGKVLIICGIFGFWFVFQ 70
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYY..AIFSASYLALLGFVFLLVCL........FIQFPWKSAGKVLIICGIFGFWFVFQ 70
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NTDB id 494 SM12261 RS04305 WP 000942409.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSF..RGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDG 148
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NWQQSQASQNLSDSVEIVRILPDTIKVNGDSLSF..RGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEG 148
NTDB id 189 SPR RS04300 WP 000942407.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSF..RGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEG 148
NTDB id 223 SPD RS04540 WP 000942407.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSF..RGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEG 148
NTDB id 154 SP RS04735 WP 000942394.1 NWQQSQASQNLADSVERVRILPDTIKVNGDSLSF..RGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEG 148
NTDB id 264 KZH43 RS04200 WP 000942407.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSF..RGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEG 148
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NTDB id 494 SM12261 RS04305 WP 000942409.1 QRNFGGFDYQAYLKTQGI.YQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEE 227
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KRNFGGFDYQAYLKTQGI.YQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEE 227
NTDB id 189 SPR RS04300 WP 000942407.1 QRNFGGFNYQAYLKTQGI.YQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEE 227
NTDB id 223 SPD RS04540 WP 000942407.1 QRNFGGFNYQAYLKTQGI.YQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEE 227
NTDB id 154 SP RS04735 WP 000942394.1 QRNFGGFNYQAYLKTQGI.YQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEE 227
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NTDB id 614 LCA RS05330 WP 011374769.1 YQVVLGHLGIIHLLSLSGLHVFYLVQVIRWCATYCRIPRERLNCMLFGLLPVYALLVGGTTSISRAIALILSRLLCKQLG 300
NTDB id 183324 LLUC109 RS08600 WP 228764033.1 ................................................................................ 0
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NTDB id 494 SM12261 RS04305 WP 000942409.1 MNGLYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQK....LLAQHG 303
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NTDB id 223 SPD RS04540 WP 000942407.1 MNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQK....LLAQHG 303
NTDB id 154 SP RS04735 WP 000942394.1 MNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQK....LLAQHG 303
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NTDB id 614 LCA RS05330 WP 011374769.1 HV.LTIMMNALVTPIYLPIVLGLAIVASVMLPVS..NLVVNGCEWLLQLIYKGLGLVVQIPHAMITFGKIPLLPLLLIVT 446
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NTDB id 494 SM12261 RS04305 WP 000942409.1 SILLTFVFSFLFDLVFLPLLSIL.FALSFLHPVIQLNFIFEWLEGMIR.......FVSQVASRPLVFGQPNAWILILLLI 450
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SILLTFVFSFLFDLVFLPLLSVL.FALSFLYPVIQLNFIFEWLEGMIR.......LVSQVASRPLVFGQPNAWLLILLLI 450
NTDB id 189 SPR RS04300 WP 000942407.1 SILLTFVFSFLFDLTFLPLLSIL.FVLSFLYPVIQLNFIFEWLEGIIR.......LVSQVTSRPLVFGQPNTWLLILLLI 450
NTDB id 223 SPD RS04540 WP 000942407.1 SILLTFVFSFLFDLTFLPLLSIL.FVLSFLYPVIQLNFIFEWLEGIIR.......LVSQVTSRPLVFGQPNTWLLILLLI 450
NTDB id 154 SP RS04735 WP 000942394.1 SILLTFVFSFLFDLVFLPLLSIL.FVLSFLYPVIQLNFIFEWLEGIIR.......LVSQVARRPLVFGQPNAWLLILLLI 450
NTDB id 264 KZH43 RS04200 WP 000942407.1 SILLTFVFSFLFDLTFLPLLSIL.FVLSFLYPVIQLNFIFEWLEGIIR.......LVSQVTSRPLVFGQPNTWLLILLLI 450
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NTDB id 614 LCA RS05330 WP 011374769.1 VSLLLIDGQAISNQWRKRLKRTLVSLYLASFLAIHFNP.TGRVVMFDIGQGDSLLIQTPFNRHQLLIDTGGRLAL..PQA 523
NTDB id 183324 LLUC109 RS08600 WP 228764033.1 ......................................MRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL..PQK 40
NTDB id 596 KW2 RS08720 WP 021037686.1 LIGLFVD......SFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL..PQK 512
NTDB id 494 SM12261 RS04305 WP 000942409.1 SLALVYD......LRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIE 523
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SLALVYD......LRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIE 523
NTDB id 189 SPR RS04300 WP 000942407.1 SLALVYD......LRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIK 523
NTDB id 223 SPD RS04540 WP 000942407.1 SLALVYD......LRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIK 523
NTDB id 154 SP RS04735 WP 000942394.1 SLALVYD......LRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIK 523
NTDB id 264 KZH43 RS04200 WP 000942407.1 SLALVYD......LRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIK 523
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NTDB id 614 LCA RS05330 WP 011374769.1 AWQRRAQVSRAEKVTVNYLYSQGVDHIDAVALSHQDADHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPFLATVQI 603
NTDB id 183324 LLUC109 RS08600 WP 228764033.1 NWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNISFVEKLKKAK..IPI 118
NTDB id 596 KW2 RS08720 WP 021037686.1 NWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAK..IPI 590
NTDB id 494 SM12261 RS04305 WP 000942409.1 KWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQ..TKV 601
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQ..IKV 601
NTDB id 189 SPR RS04300 WP 000942407.1 KWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQ..TKV 601
NTDB id 223 SPD RS04540 WP 000942407.1 KWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQ..TKV 601
NTDB id 154 SP RS04735 WP 000942394.1 KWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQ..TKV 601
NTDB id 264 KZH43 RS04200 WP 000942407.1 KWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQ..TKV 601
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NTDB id 614 LCA RS05330 WP 011374769.1 EPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQAQIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHGSKTA 683
NTDB id 183324 LLUC109 RS08600 WP 228764033.1 HVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTDPNC............................. 169
NTDB id 596 KW2 RS08720 WP 021037686.1 HVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTS 670
NTDB id 494 SM12261 RS04305 WP 000942409.1 RSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKS 681
NTDB id 522 SMSK321 RS04965 WP 000942453.1 HSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKS 681
NTDB id 189 SPR RS04300 WP 000942407.1 RSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKS 681
NTDB id 223 SPD RS04540 WP 000942407.1 RSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKS 681
NTDB id 154 SP RS04735 WP 000942394.1 RSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKS 681
NTDB id 264 KZH43 RS04200 WP 000942407.1 RSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKS 681
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