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NTDB id 108 BSU 35470 NP 391427.1 NWPVEKNSSFSKELQQTLRSIMHLLRTI®. . ... .. ... LSFSDEMIEWHIKNGYITAENSISINMREYRGNMAGGQUIDQRY

NTDB id 277 KZH43 RS10090 WP 000867601.1 JUBQAY. ........... LDpENCRARCUNIIAMND . . . ... ... ......... EERQLAEKLPAMRKEKGKLFCQRCNSTIWLE

NTDB id 236 SPD RS10765 WP 000867601.1 JUQAY. .. .........LD)ANC ARNRBAMNY . . . . ... ........... EERQLAEKLPAMRKEKGKLFCQRCNSTIHNLE|

NTDB id 202 SPR RS10250 WP 000867601.1 QA . ... ....... . LDPOMEARNNRINMND . . . . .. ... ......... EERQLAEKLPAMRKEKGKLFCQRCNSTIWLE

NTDB id 167 SP RS11275 WP 000867616.1 JURQAY. .. ... .. ... . LD)ANCARNNN NN . . . . ... ........... EERQLAEKLPAMRKEKGKLFCQRCNSTIHNLE|

NTDB id 535 SMSK321 RS10515 WP 000867726.1  |UbQAY........... . PNYANCEARNERWANNK . . ... ............. EERQLAEKLPAMRKEKGKLFCQRC SlIL

NTDB id 507 SM12261 RS09240 WP 000867722.1 QA . .......... . PNYGHCRARNEIIAMND . . . ... ... ......... EERQLAEKLPAMRKEKGKLFCQRCNSTIWLE

NTDB id 183268 LLUC77 RS07790 WP 021214546.1 STNQ. .......... EKLF[EANL LK) l LIKNTDKISVSKIFSNFLLISTKMNPIIRGMTSISSNESRK[GNAGGHEVHIKN

NTDB id 593 KW2 RS05130 WP 021037147.1 NBIL...........ENLHeERRL LIJKBESAFNNFTDQV. ... ... .. NNIANKIRTKIGAMTSVNANUR[OGNAGG I HIKT
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NTDB id 108 BSU 35470 NP 391427.1 Q

NTDB id 277 KZH43 RS10090 WP 000867601.1 NYRNIL.PIGAYYCRECLLMKRVRSDR LYYFPQEDFPS

NTDB id 236 SPD RS10765 WP 000867601.1 NYRMILPIGAYYCRECLLMKRVRSDQ LYYFPQEDFPS

NTDB id 202 SPR RS10250 WP 000867601.1 NYRNILPTIGAYYCRECLLMKRVRSDQ LYYFPQEDFPS

NTDB id 167 SP RS11275 WP 000867616.1

NTDB id 535 SMSK321 RS10515 WP 000867726.1

NTDB id 507 SM12261 RS09240 WP 000867722.1

NTDB id 183268 LLUC77 RSO7790 WP 021214546.1

NTDB id 593 KW2 RS05130 WP 021037147.1 . .
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NTDB id 108 BSU 35470 NP 391427.1 Q

NTDB id 277 KZH43 RS10090 WP 000867601.1

NTDB id 236 SPD RS10765 WP 000867601.1

NTDB id 202 SPR RS10250 WP 000867601.1

NTDB id 167 SP RS11275 WP 000867616.1

NTDB id 535 SMSK321 RS10515 WP 000867726.1

NTDB id 507 SM12261 RS09240 WP 000867722.1

NTDB id 183268 LLUC77 RSO7790 WP 021214546.1

NTDB id 593 KW2 RS05130 WP 021037147.1 .
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NTDB id 108 BSU 35470 NP 391427.1

NTDB id 277 KZH43 RS10090 WP 000867601.1 WLSDFNRYL

NTDB id 236 SPD RS10765 WP 000867601.1 WLSDFNRYL

NTDB id 202 SPR RS10250 WP 000867601.1 WLSDFNRYL

NTDB id 167 SP RS11275 WP 000867616.1 WLSDFNRYL

NTDB id 535 SMSK321 RS10515 WP 000867726.1 WLSDFNRYL

NTDB id 507 SM12261 RS09240 WP 000867722.1 WLSDFN (&L

NTDB id 183268 LLUC77 RSO07790 WP 021214546.1 .

NTDB id 593 KW2 RS05130 WP 021037147.1
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KKCLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLﬁEILQK FPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE
KMRLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLIS4ETI QEQFPNEKIGFVSS TE RLEQVQAFRDRIELTILISTTILE
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