logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

183209 LLUC063 RS02135 WP 010905314.1
597 KW2 RS01935 WP 021036727.1

498 SM12261 RS01980 WP 000282464 .1
526 SMSK321 RS08825 WP 000282440.1
158 SP RS09595 WP 000282442.1

268 KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

183209 LLUCO63 RS02135 WP 010905314.1
597 KW2 RS01935 WP 021036727.1

498 SM12261 RS01980 WP 000282464.1
526 SMSK321 RS08825 WP 000282440.1
158 SP RS09595 WP 000282442.1

268 KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

183209 LLUC063 RS02135 WP 010905314.1
597 KW2 RS01935 WP 021036727.1

498 SM12261 RS01980 WP 000282464 .1
526 SMSK321 RS08825 WP 000282440.1
158 SP RS09595 WP 000282442.1

268 KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1

consensus

IYNKM 0| T BTk AV Rt RELR1

S
LIGRLTSEPE BKTINDKS)AYRWT ISGEREADF W
ISGEREADF B
KBIQNGEREADFVN
KBQNGEREADFVN

KBQNGEREADFVN
KBQNGEREADFVN
KBQNGEREADFVN
KIJQNGEREADFVN
KINQ GER ADFVN

AL ERTY

VLWG LAE LASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VWG LAE LESYA[EKGSL S DGE RTR

* | * %

aeE STVt L SRhom R

NN Q GQYVTEV DNSTTTEQEG-SQNFNSNQSNGSQ

DU Vsokokkk o+ 1 %k FRLID L x EEE N

NMTDJS
NMTDIOYERKH)SNEERHG L S
BKNGQIYVTEVLVINSEQLLESRAQRAMRENN

=Q~

VLWGRLAET ASY KGSLIS DGELRTR
¥ Urkor D D aokkrkk ) 11 ! 1l

enBREC FraiQsiesra=maNR esRD

...... QSGFTSPQQTGNAPAANNTQADP

NN QAR VERARAYQ AES VU F|BAP RN GGSGS . . . . . GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP
JQRSHYVTE LGRS PILLESRAIANR ELY N0 G
LLESRARAANIR EEYN S

Nk cQEIYVTE LIXNSFQLLESRAQRAMRENN
BK GEM¥:| VTEVLEREIFQLLESRAQRAMRENNEIE D R

ok | * k11 okook ok ok ok ok ok ok ok ok ok ok ok ok ok

et F

170
172
129
129
131
131
131
131
131
131
131
131

X non conserved
B similar
>50% conserved

153
155
116
116
118
118
118
118
118
118
118
118



