AL LT i oot R AL Vel Sl
SIS | D\/ I\J/\kQN Aﬁé TSEX K SERERTEY YT.LYR g = .
NTDB id 1103 NMB RS07590 WP 002212976.1 NKVILIGRLPE RYMPN].
NTDB id 1131 NGFG RS05740 WP 003695064.1 URSIANKVILIGRL[EANP E RYMP.
NTDB id 498 SM12261 RS01980 WP 000282464.1 AMYNKVI IGRLTREYPELJ
NTDB id 526 SMSK321 RS08825 WP 000282440.1
NTDB id 158 SP RS09595 WP 000282442.1
NTDB id 268 KZH43 RS08520 WP 000282467.1
NTDB id 227 SPD RS09110 WP 000282467.1
NTDB id 193 SPR RS08685 WP 000282467.1
NTDB id 583 DLJ51 RS09560 WP 002962590.1
NTDB id 409 SMU RS08940 WP 002263454.1
NTDB id 183066 LLUCO6 RS04825 WP 081213448.1
NTDB id 624 LCA RS00040 WP 011373726.1
NTDB id 113 BSU 40900 NP 391970.1
NTDB id 112 BSU 36310 NP 391512.2 . ..
consensus E ! ! ! * ok ko | 1 ! Pokokoskox |k
logo YV]E Q |-E B
lf RBEE 85 Q?Q#Ax Aﬂ“;é': l' S AQBA BENNA meYNEngsnc=qu «GYCQIRQEAYRRLRRIZ=RRALDA
NTDB id 1103 NMB RS07590 WP 002212976.1 = HMQSEMSMEIGKDEIERTAYBEMANEMKMRGGIRINENSGGA . . . . .. PYEE......... GYGQSQEAYQRPAQQSRQPASDAP
NTDB id 1131 NGFG RS05740 WP 003695064.1 = MQSEMEGKDEIERTAYREMANEMKMRGGRINENSGGA . . . . .. PYDE......... GYGQSQEAYQRPAQQSRQPAPDAP
NTDB id 498 SM12261 RS01980 WP 000282464.1 N GQRENIYVTEVLEENEE QL LESRAQR A RE N N |
NTDB id 526 SMSK321 RS08825 WP 000282440.1 . GQYVEVLFQLLESRAQRA ........................................
NTDB id 158 SP RS09595 WP 000282442.1 N GQRENIYVTEVLNENEE QL LESRAQR A R E N N |
NTDB id 268 KZH43 RS08520 WP 000282467.1 N GQRENIYVTEVLEENEE QL LESR AQR A RE N N |
NTDB id 227 SPD RS09110 WP 000282467.1 N GOQENIYVTEVLNENEE QL LESRAQR A RE N N |
NTDB id 193 SPR RS08685 WP 000282467.1 N GQRENIYVTEVLEENEE QL LESRAQR A RE N N |
NTDB id 583 DLJ51 RS09560 WP 002962590.1 GQENIYVTE LINASIF QL LESRAQR A RE N N |
NTDB id 409 SMU RS08940 WP 002263454.1 IGIUAN:! VTEVL[ERIEQLLESRAQR A R E N N S
NTDB id 183066 LLUCO6 RS04825 WP 081213448.1 [NTRINYENN GQRAYY TEV FEBNFQ  LES ‘(e R s ] TTP.
NTDB id 624 LCA RS00040 WP 011373726.1 LIITRNYER[Y GQRAYYVTEV VDNTTTEQ G-ASQNFNSNQSNGSQ ....... QSGFTSPQQTGNAPAA.
NTDB id 113 BSU 40900 NP 391970.1 INQURSINNAN QEIEIr|R VIBNANAY Q) AE S V[A]FIRNP NGG.SGSG ..... GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG.
NTDB id 112 BSU 36310 NP 391512.2 P PREKAA. ...........................................
consensus %ok ok | okok ok k (IS * * * % %k % % % * % % *
Doy EEEE
sHrQEArNALERERB ¥.A8 LAQ\I?\B/ g
NTDB id 1103 NMB RS07590 WP 002212976.1 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 174
NTDB id 498 SM12261 RS01980 WP 000282464.1 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 131
NTDB id 158 SP RS09595 WP 000282442.1 131
NTDB id 268 KZH43 RS08520 WP 000282467.1 131
NTDB id 227 SPD RS09110 WP 000282467.1 131
NTDB id 193 SPR RS08685 WP 000282467.1 131
NTDB id 583 DLJ51 RS09560 WP 002962590.1 131
NTDB id 409 SMU RS08940 WP 002263454.1 131
NTDB id 183066 LLUCO6 RS04825 WP 081213448.1 144
NTDB id 624 LCA RS00040 WP 011373726.1 170
NTDB id 113 BSU 40900 NP 391970.1 172
NTDB id 112 BSU 36310 NP 391512.2 113

consensus

144
144
115
115
115
115
115
115
115
115
122
146
148
113



(> S

non conserved
similar
>50% conserved



