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NTDB id 108 BSU 35470 NP 391427.1 UNPVEKNSSFSKELQQTLRSFHLLR TEANYFSDEM . IEWHIKNGYITAENEISINEREY REGEXEGQEDQRYFSERIHSSGK 79

NTDB id 182933 LLJM1 RS06050 WP 081196108.1 0
NTDB id 593 KW2 RS05130 WP 021037147.1 .. 66
NTDB id 277 KZH43 RS10090 WP 000867601.1 . EEERQLAEKLPAMRKEKGKLFCQRCNSTIR . .. 55
NTDB id 236 SPD RS10765 WP 000867601.1 . EEERQLAEKLPAMRKEKGKLFCQRCNSTIR . .. 55
NTDB id 202 SPR RS10250 WP 000867601.1 . EEERQLAEKLPAMRKEKGKLFCQRCNSTIR . .. 55
NTDB id 167 SP RS11275 WP 000867616.1 . EEERQLAEKLPAMRKEKGKLFCQRCNSTIR . .. 55
NTDB id 507 SM12261 RS09240 WP 000867722.1 . EEERQLAEKLPAMRKEKGKLFCQRCNSTIR . .. 55
NTDB id 535 SMSK321 RS10515 WP 000867726.1 . INEERQLAEKLPAMRKEKGKLFCQRC SI\IR . .. 55
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NTDB id 108 BSU 35470 NP 391427.1 NKL GSE.VP.S.K_ESNW.SIK. lDlK-SGAlNV-SlKEELWCPG 159
NTDB id 182933 LLJIM1 RSO6050 WP 081106108 .1 . . .t e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 0
NTDB id 593 KW2 RS05130 WP 021037147.1 GA CiIaCLIONERVRSD peaY48P(Q DF PN Q Q[e] Q 144
NTDB id 277 KZH43 RS10090 WP 000867601.1 GAYYCRECLLMKRVRSDQ .. 133
NTDB id 236 SPD RS10765 WP 000867601.1 GAYYCRECLLMKRVRSDQ .. 133
NTDB id 202 SPR RS10250 WP 000867601.1 GAYYCRECLLMKRVRSDQ .. 133
NTDB id 167 SP RS11275 WP 000867616.1 GAYYCRECLLMKRVRSDQ .. 133
NTDB id 507 SM12261 RS09240 WP 000867722.1 GYYCRECLLMKRVRSDQ .. 133
NTDB id 535 SMSK321 RS10515 WP 000867726.1 133
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NTDB id 108 BSU 35470 NP 391427.1 lESA-QlLRTV-AP.KAA.QGAD.A.Y.G.D.KGRLKDI 239
NTDB id 182933 LLJM1 RS06050 WP 081196108.1 0
NTDB id 593 KW2 RS05130 WP 021037147.1 N B)IGG VELASPRIDVC ELBINRLEBIDF . N BIYFR PLVVNIT HQLL FJi{ AFDLLI DEVDAFP 222
NTDB id 277 KZH43 RS10090 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ[DF . NEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 236 SPD RS10765 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ[NDF . NEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 202 SPR RS10250 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ[DF . NEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 167 SP RS11275 WP 000867616.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ[NDF . NEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 507 SM12261 RS09240 WP 000867722.1 VAKVINAGGAVCLASPRIDVCLELYKRLQI4DFEACH NEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VAKVINAGGAVCLASPRIDVCLELYKRLQDFIACR NEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP 211
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NTDB id 108 BSU 35470 NP 391427.1 SA.QT.QFQK.R'K.STLPPK.KALN_S.R.]AEH.RK-PE FIATC G K KlN-PEA- 319
NTDB id 182933 LLJM1 RS06050 WP 081196108.1 13
NTDB id 593 KW2 RS05130 WP 021037147.1 Q 291
NTDB id 277 KZH43 RS10090 WP 000867601.1 YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWNLPRRFHGNPLIIPKP WLSDFNRYL 291
NTDB id 236 SPD RS10765 WP 000867601.1 YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL 291
NTDB id 202 SPR RS10250 WP 000867601.1 YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWNLPRRFHGNPLIIPKP WLSDFNRYL 291
NTDB id 167 SP RS11275 WP 000867616.1 GELKRLNLPRRFHGNPLIIPKP WLSDFNRYL 291
NTDB id 507 SM12261 RS09240 WP 000867722.1 YVDNPMLYHAVKNSVKENGLRIFLTATSTIJELD KVR GELKRLSLPRRFHGNPLIIPKP WLSDFN L 291
NTDB id 535 SMSK321 RS10515 WP 000867726.1 YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD KVR GELKRLSJLPRRFHGNPLIIPKP WLSDFNRYL 291
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NENNORKTG PLLIF\ EINIAG DAL OEIMEPISEK  FV SHITieS lewiV AFR]SN ILI T ILERGVTFEE D
BRRINO0RKTG PLLIFNY EIPIYG DAL QEMFPISEK  FV SETISSRIGEIV AFR]QY ILI T ILERGVTFEY D
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
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