
logo MRKQNTLTGIPTSDGQRGFSALF IVLMVMIVVAFLVVTAAQSYNTEQR I SANESDRKLALSLAEAALREGEFLQVLDLEYDTAT
NTDB id 182790 AT729 RS08305 WP 002249142.1 MRKQNTLTGIPTSDGQRGFALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGELQVLDLEYDT 80
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo DSKVTFSENCEKGLCTAVNVRTNNNDGNEEAVFDGNIVVQGKTPTVEAVKRSCPTAKSGKNSTDGLC IDKNKQGMVEYEKKGKTGNSVSKMPP
NTDB id 182790 AT729 RS08305 WP 002249142.1 DSKVTFSENCEKGLCTAVNVRTNN.DNEEAFDNIVVQGKPTVEAVKRSCTA....NSTDLCIDKKGMEYKKGKGSVSKPP 155
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKMP 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!* !!! ! !!!!!! !!!!!!!!!!*!****!!! !!!! !*!! !! ! !!!*!

logo RYI I EYLGEVKNGNEQNI
VYRVTAKAWGKNANTVVVLQSYVGSNNDEQ

NTDB id 182790 AT729 RS08305 WP 002249142.1 RYIIEYLGVKNGENVYRVTAKAWGKNANTVVVLQSYVSNNDE. 197
NTDB id 1139 NGFG RS02435 WP 003687918.1 RYIIEYLGEKNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!!!!!!! !! !*!!!!!!!!!!!!!!!!!!!!!! !!!!*
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