NTLCHCRTL L IVIAIVG LAMALPAYCDYTARASEA L LAE kTR s g0

NTDB id 182765 AT729 RS00125 WP 0798803 10. 1 . . . i ittt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e MTGFNDEANeY . S Sl 16
NTDB id 1109 0K783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGWPNTSAGVASSI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIUWPIRYNTSAGVAS|gY DI 80
consensus 5k 5k % % % %k %k %k %k K 5k 5k 5k % % % 3 5k 5k %k %k 5k 5k >k 5k %k %k 5k 5k 5k %k %k *k Kk ok ok ok k k k kK kK kkokokokkkkkkkkkkkkkk kX IS * % |

| |
L TAT S M L e SV PV et e e
| T QD ‘ AD DIKAS KKPFY
NTDB id 182765 AT729 RS00125 WP 079889310.1 |SEYQAUEISQARANVECAANY URIRSFIEAANI IR ORI RV NG ARNICSAN QTG )AY EIMN T A A|pIS DA S G D KIRNRSLKKPFY 96
NTDB id 1109 0K783 RS10670 WP 157147416.1 KGKYVKVEVAKGVVTAE]MS GVNEIEEKKLSLWAKRQDGSVKWFCGQPVTRDDVAD NI D T K Hi-. . 153
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVIQAVEVIYGVVTATMLSSGVNNEIKGKKLSLW R GSVKWFCGQPVTRESNDIERANSAISDRENENSNT DT K HNN.T . 154
| ] *

consensus PUDEE s b e Dl D e e D DD D s DUDE D Lo UL DTE DTl % sk s b s DHE D

TS e

NTDB id 182765 AT729 RS00125 WP 079889310.1 |JIBFIT R?FPPARE 112
D

NTDB id 1109 0K783 RS10670 WP 157147416.1 PSTCRD BIS Jiruae 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 ISUNOK ARIDAK . . . . 166
consensus Dok Dok ok

X non conserved
B similar
>50% conserved



