B bR DRy kKKVEAgLSAVaEététée;{RQ |@EQVEE6%KS

5\/R 1

NTDB id 1029 TT RS02230 WP 011228203.1 65
NTDB id 1169 A1552VC RS11075 WP 000648511.1 68
NTDB id 1402 DSB67 RS12670 WP 010643257.1 67
NTDB id 1112 NGFG RS09215 WP 003689811.1 70
NTDB id 1113 AAA85695.1 219..1451( ) . 70
NTDB id 1252 GC085 RS07730 WP 011213805.1 . . AKEWLRKQGINMRIK |YKK KPFDR 67
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . RTIMRERKNWEEG . . . . 69
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consensus ok Plskse b Dk |k 1k %k * sk % * ok * %k k % * EREES kxk kx| kokok Dk || [
o kol B Lol i B 06T o e
EivLQBLAIYgEK%Lél&gK\l/A i( IJ: Y LIE LLTE XIUF = FelilR YRB,\ F

NTDB id 1029 TT RS02230 WP 011228203.1 lL 224
NTDB id 1169 A1552VC RS11075 WP 000648511.1 PE IQ8F GAELPYF T Q[a]V 228
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 V IRIFGA LPAFTQ V 229
NTDB id 1059 ABD1 RS01610 WP 000279215.1 I ISIFGA LPAFTQ V 229
NTDB id 182506 A8L59 RS22425 WP 064589232.1 MUFGAELPAFTI® V 226
NTDB id 1198 PSJM300 03950 AFN76868.1 INJFGAELPAFT)® V 226
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