
logo MRATGML
VALAAGLLLVLVRVFLPQVLPPSFVGLWLLMAVLASPVVGLLMLLPFRSWRYP I

LAFLFLLFGFLTVWACLVNSAQWALDNDRLPGVDQLDGERTFRWLVEG
NTDB id 182502 A8L59 RS19120 WP 064588698.1 MRTGMVALAAGLLVVVFLPVLPPVGLLMVLSVVGLMLLPFRSYPIALLLFGFTWACVSAQWALNDRLPGQLDGETRWVEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! !!*!!!!!!!** !!! !!* ! !* ! *!!!*!!!!! !*! !!! !!!* !!!!! !!!! !!! ! !*!!

logo

Q
RVTVGLPDQNRRSEGDGVVRFELAEDAIHRSRHAEGQLPSLR I

MRLAWYGGPEP I
V
N
RSGERWRLAAVKRLKRPGSGLML

VNPDSAFDYEAWLLAQRR IGATG
NTDB id 182502 A8L59 RS19120 WP 064588698.1 RVVGLPQNSEGVVRFELADARSRHEQLPSLMRLAWYGGPPVNSGERWRLAVKLKRPGGLLNPDAFDYEAWLLAQRIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! !!!!!! ! *!!! !!! *!!!!!!!!** !!!!!!!! *!!!! !**!! !!!!!!!!!! !!!!!!

logo TIKADGEQR I
LAEAASSGWAWRDR I

LRQRLLETAVDEAHQGRAGAI
LAALVLVGDGSGLSRTAEDWQRI

VLQDTGTVHLLMVI SGQHI
VGLMLAAGLVLMY

NTDB id 182502 A8L59 RS19120 WP 064588698.1 TIKDGQRLAEA..SWAWRDRIRQRLLEADAQGRAGALAALVLGDGSGLSREDWQILQDTGTVHLLVISGQHIGLLAAVMY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !!! ! !*!!!**! !!!!!*!!!!! *!*!!!!!*!!!!*!!!!!!! !! *!!!!!!!!!*!!!!!!*!*!!***!

logo

A
L
L
VVALGLLATRW

YGI
LWPLQRLWPWLPWACGLAFAAGALVGYGLWLAGFEVPVQRRACLVMVAGI

LVLLWRLRFRHLGAVWLWPLL ILAFLNVGTLVLLML
VD

NTDB id 182502 A8L59 RS19120 WP 064588698.1 LLVAGLTRYGLWPLRWPWLPWACGLAFAAAVGYGLLAGFEVPVQRACVMVGLVLLWRLRFRHLGAWWPLLLAFNTLLLLD 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus *! ! !*!*!! ! !!!!!!!!!!!!*!*!!! !!!!!!!! !!!*!!**!!!!!!!!!!!! ! !!!*! *!**!

logo PLASLQRPGFWLSFAVAVALVL I FW I
TFGRGNRLGAVPWRSWWQRATLWLTRYAQWAL IMAI

LGLCLPAVLMLVLGNLP I
VSLSAGPLANLLAVPWI

VSFVLVVLVPLP
NTDB id 182502 A8L59 RS19120 WP 064588698.1 PLASLRPGFWLSFAAVAVLIFTFGNRLGAWRWWQTWTRAQWLIAIGLCPVLLVLNLPISLSAPLANLLAVPWVSFVVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!! !!!!!!! !!!*!!* ! !!! * !! !!! *!*!!*! *!!! !!*!!!*!!!!!!!!!!*! *!*!*

logo ALLGSTAFLLPWVPW
Y
L
VGEAGLLWLAGGL ILADVLFERGLLAL IAGQWQWPAWI

L
A
P
A
SAI

L
P
S
L
WWAMWSTLGVASLGATLLVLLLPARGVPLMRPVLGTWLPLLALMP

NTDB id 182502 A8L59 RS19120 WP 064588698.1 ALLGTALLPVPYVGEGLLWLAGGLIDVLFRGLALIAGQWPAWIPAAISWWMWTLGSLGALLLLLPRGVPMRPLGWPLLLM 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* !!*!!**!!*!!!!!!!!* !!! !!!!!! !!!** !** ! !*! !! !*!!!! !!!*!*!! *!! *

logo LLVFMAPPDRESRLPEPEQGRVADE I
VWQVFLDVGQGLAS IVL IVRTRDNHASLVLYDAGPRFYGDFDI

LGERVVFLPASLRKQLGLVEQRLDLML
MLSHADASDHAG

NTDB id 182502 A8L59 RS19120 WP 064588698.1 LVMPPRERLPEGVADIWQLDVGQGLAILIRTRNHSVLYDAGPRFGDFDLGERVVLPALRKLGVEQLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus !* *! !** ! !**! !!!!!! *!*!!! ! *!!!!!!!*!!!!*!!!!! ! !! !!*! !!!!*!!!!! !!!!



logo GALAI
V
A
QRARLMPVAGAQVI

LSGDEPEPGRLPAALDNARSGSCDRSTGQRQRWQTWDNGQVNRFQSLVWQRWAPEQAHTDNGSNQARSCVLMQI
VEAANGERLLLTGDIDATAQ

NTDB id 182502 A8L59 RS19120 WP 064588698.1 GALAVARRLPVAQVISGDPPGLPAALNASGCDSGRQWQWDGVRFQLWQWAEAHDSNQRSCVLQIEANGERLLLTGDIDTA 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !!!!* ! *!!* !*!!*!* !!!!! ! ! *! ! ! ! ! *! !* !* !! !!!! *!! !!!!!!!!!!!

logo AERAVLLVDEGSGPLMAEVNPATQRWLLQAPHHGSNRSSSSAMAVFMLARALVAKAPDHGSAVL I SRGSQSGHNASFGHPHPATVLAKRLYQRNQAQGRALER I
L
H
YDSTAEHGAI

L
H
SL

NTDB id 182502 A8L59 RS19120 WP 064588698.1 AERVLLESPLAVPTQWLQAPHHGSRSSSSMAMLRALKPHSVLISRGQGNSFGHPHPTVLARYRQQRLRIYDSAEHGAIHL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!! !** ** !* !! !!!!!! !!!! ! !* ** !!!! *! !!!!!! !! ! * **!*!!!!!**!

logo QLGATFGSAGAPRWRTMRDQEQPRRFWRDEKPPVSAR
NTDB id 182502 A8L59 RS19120 WP 064588698.1 QLGTFSAPWTMRQQRRFWRDPPVSAR 744
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK..... 741
consensus !!! ! ** !! *!!!!*******

X non conserved

X similar

X ≥ 50% conserved


