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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 182280 BBC0178 RS06860 WP 078039641.1 .MAGSVNKVILIGNLGADPEIRRMNSGDQVASLRIATSDTWRDRNTGERRERTEWHSVVIFNENLVKVVEQYLKKGAKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG...................APYDEGYGQSQEAYQRP 132
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG...................APYEEGYGQSQEAYQRP 132
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFN... 150
NTDB id 182280 BBC0178 RS06860 WP 078039641.1 IEGQLQTRKWQDQNGNDRYTTEIVLQKYRGELQMLDSRGEAGGSRQQVSDQ.........SGSGGFGGGYGNSD..Q... 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN.........V..PAQQGSWGQPQ..Q... 143
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NTDB id 1131 NGFG RS05740 WP 003695064.1 AQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 AQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..GGNATRP....QPAQK......PAAQAEPPMDNFDDDIPF 180
NTDB id 182280 BBC0178 RS06860 WP 078039641.1 ..GGNNQ....................SGSNFSRQLDDDVPF 165
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..PAKQHQPMQQSAPQQY......SQPQYNEPPMDFDDDIPF 177
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