logo

NTDB id 182256 FORC39
NTDB id 31 MW RS08000
NTDB id 15 SA RS07770
consensus

logo

NTDB id 182256 FORC39
NTDB id 31 MW RS08000
NTDB id 15 SA RS07770
consensus

logo

NTDB id 182256 FORC39
NTDB id 31 MW RS08000
NTDB id 15 SA RSO7770
consensus

logo

NTDB id 182256 FORC39
NTDB id 31 MW RS08000
NTDB id 15 SA RS07770
consensus

logo

NTDB id 182256 FORC39
NTDB id 31 MW RS08000
NTDB id 15 SA RSO7770
consensus

RS07020 WP 086353418.

WP 000776422.1
WP 000776422.1

RS07020 WP 086353418.

WP 000776422.1
WP 000776422.1

RS07020 WP 086353418.

WP 000776422.1
WP 000776422.1

RS07020 WP 086353418.

WP 000776422.1
WP 000776422.1

RS07020 WP 086353418.

WP 000776422.1
WP 000776422.1

DT RLRR UL LAY TSR T DE LA LS

MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG

MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
PELr e rrrrrrrrrrrrrrrrrnt

(0T GLEAE ALY RASERLTLOPL VF A ITLTVEARALYT L

YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS

YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
P e rrrr e rrrr e rrr e e e et

SRATLOPTLT VS A RLPRNUL LAY LTV TILLPAL TC

SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ

SFQKTLSFFITSLPTIIVVMLITVSMLATIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
N

Db ERELMILLGE L CHLENR HCLARLO AR LA A

SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLWKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK
SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK
SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK

URCIRLICLEIWILL LR ol

QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KIS
QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KRS
QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS IKEEE

X non conserved
B similar
> 50% conserved

80
80
80

160
160
160

240
240
240

320
320
320



