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NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AWAQK{NFENYAF IDAEHALDP|YY ABILGVNIDELL SQPDRGEQALEIfe 156
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NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPUYABISLGVIS EL) SQPD GEQALEI[® 140
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