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NTDB id 181862 ESP131 RS02130 WP 023469850.1 MINRVVLVGRLTRDPEMRYTQSGIAVTRFTLACDRPFTGQDGKREADFIDCVVWRKQAENVAQYLKKGSLAGVEGRLQIS 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 181862 ESP131 RS02130 WP 023469850.1 SYDDKEGQRRYRAEVVADSVRFLESRNASRSSDGS...EGYASSTGGN.......GNAAGWGSQQQQNNSSSPAPASSNS 150
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTG......NAPAAN 147
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQ......RRNQGN 149
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NTDB id 181862 ESP131 RS02130 WP 023469850.1 GFGADPFS.GGSSIDLSDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFANDGKPIDISDDDLPF 172
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