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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 181659 PS273GM RS16050 WP 196766694.1 MRTAMLALAAGLLLLRFLPQLPPVSALPFILAAG......LVLLP.......FRWRAIGCFLCGFAWACLSAHEALDDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVG......LLLLP.......FRWRPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 181659 PS273GM RS16050 WP 196766694.1 STERDGRTFWLEGTVSDLPDVRGGVVRFELANISS.RHSDLPSRLRLAWYD....................GPMVQAGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGER 126
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logo WQRLTALAKRLKKRPHRSSGMLMVNPGHSAGSFDGYEYAAWMLLADRDRVIRGAASTGYTVIYKTAGKERAIVARSENVAAELMGEADAGSGVGLGRSGSVEGPAGRWRADAQRVLRRQHRLLTAAVDELPAEHQAGRYR
NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 181659 PS273GM RS16050 WP 196766694.1 WRLAAKLKKPRGLVNPHSFDYEAWLLARRIGASGTIKAGERVSVAE............GGPGWRDQLRQRLLAVDAQG.R 193
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.R 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 181659 PS273GM RS16050 WP 196766694.1 SGAIAALVVGDDSGLSTTDWRTLQDTGTVHLMVISGQHVGMLAGLLYGLVALL.......ARWGIW..PRRVAWLPCACS 264
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACG 264
consensus ***!*!!!!!! !!****!!* ***!!**!!**!!!*!**!*!!!*******! !!!*** ! !***** **

logo

A
LAFLMVAAGAFLGAYCGLWLAGMFGEVPAVRQRTACLVLML

VAI
L
TVALVLAWRLARDFYRSHVLPGVSWLSPLCLWIAALADVAGLVALMLLVDPW

L
V
A
G
S
V

M
L
S
Q
A
P
SGGFWLSFGLVAVAVL ILAFIWLAIVAFR

NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 181659 PS273GM RS16050 WP 196766694.1 LALVGALAYGWLAGFEVPVQRALVMVALVLLWRLRYRHLGVWLPLLIALDAVLLLDPLVGLQSGFWLSFLAVALLALVFR 344
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PE 478
NTDB id 181659 PS273GM RS16050 WP 196766694.1 .......GRLGSWS.......WWRALGRAQWSMALGLLPILLALGLPVSLSGPIANLFAVPLVSAVIVPLSLLGTSLLWL 410
NTDB id 1199 PSJM300 12650 AFN78592.1 .......GRLGVPS.......WWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 181659 PS273GM RS16050 WP 196766694.1 PGVGEPVLWVAGGLLAILFDALQWLAGWQPAWLPASLPFWAWLLVALGTLLILLPPGI...PFRALGLVFLLPLLFPPID 487
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 181659 PS273GM RS16050 WP 196766694.1 KPAAGQAEVWLFDVGQGLAVLVRTHDHALLYDTGPRYGDF.DIGERVVLPSLRTLGVSGLDLLILSHADSDHAGGASAIQ 566
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 181659 PS273GM RS16050 WP 196766694.1 RQIRAGRVVSGEPAR.......LPASLGAEMCRSGEAWEWNGVRFTLWQSPR......ARDGNQSSCVLLIEASGERLLL 633
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 181659 PS273GM RS16050 WP 196766694.1 TGDIDVDTEQVLLTSNI..PLEVDWLLVPHHGSRSSSSTAFIEATGAGGALISRSLHNAFGHPHLEVLQRLHTAGARLYD 711
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 181659 PS273GM RS16050 WP 196766694.1 TAELGAIRIRLGR..FEPVRGLRTERRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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