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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 181653 PS273GM RS11245 WP 046164405.1 .MARGVNKVILIGNVGGDPETRYMPNGNAVTNITLATTDSWKDKQTGQQQERTEWHRVVLFGKVAEIAGEYLRKGSQCYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!**! !!**!*!!*!*!! ****!!***!*!* *!** !*!!!!********!!*!!*!!*!!* *!*

logo EGKQRI
L
K
Q
S
TREKYWEQKDGDKQNSDGVIQKDERTYSATYTDEVIQVGAVQDGMYGNDGNI

T
V
E
L
MKQLMLDGSGRAGSNGQSEGQSNGSDGDFMGGPAAGPNQRYDEGEQSGMQSYNPGW

Q
NQAR

VPQAQTNYNQRSDQEGGSAW
Y
G
Q
S
D
Q
R
N
P
Y
A
Q

A
QQ

N
Q
S
N
P
Q
R
A
N
Q
PAPSDFKQ

A

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQ.........SQEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQ.........SQEAYQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN.QGSGWNQAPAQTNYNQGGYSDNYAQNNN....F 149
NTDB id 181653 PS273GM RS11245 WP 046164405.1 EGRLQTREWEKD.GVKRYTTEVVV.DMGGTMQLLGGRGGSSDDAPR.QSQP...RPQ....RD...SQPQ.QQQQ....Q 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.GGMN...VPA....QQGSWGQPQ.Q.PA....K 146
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRP.QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 181653 PS273GM RS11245 WP 046164405.1 QSRPQSQP.QPAQQPAPDY....DSFDDDIPF 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQS.APQQYSQPQYNEPPMDFDDDIPF 177
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