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NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDK 319
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNK 319
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LHAMMDDARQAEFK..QTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIET..RIPTFEELKLP....EVLQNLAIA 119
NTDB id 1203 PSJM300 01605 AFN76401.1 VHGVMNEQQRREFT..ENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIET..NIPTIEDLKLP....DVLKKLALT 121
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IDSITTQKQRQEFI..ETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIET..KIPSPDDLHLP....PILKELAMS 122
NTDB id 1307 DR RS10055 WP 010888596.1 MYSMMNERQQRIFE..EKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPT..TVRTIAEMGLP....QTVIDIANA 125
NTDB id 1086 NMV RS00245 WP 002218487.1 VTSVMNDHQRKIYQ..QNLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPS..TVLSLEELKAP....SIFQKIAES 121
NTDB id 1116 NGFG RS10615 WP 003690200.1 VTSVMNDHQRKIYQ..QNLEVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPS..TVLSLEELKAP....SIFQKIAES 121
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IFEIMNDAQRSEYE..EKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPT..VIPTLEQLDAP....EIFSKIANY 121
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IFEIMNDAQRSEYE..EKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPT..VIPTLEQLDAP....EIFSKIANY 121
NTDB id 181581 A7317 RS27445 WP 069077198.1 LSPLLNQYQQKDFE..TSLETDFAFELPG.VARFRVNVFQQARGMGAVFRTLAA..EVQSLEALGLG....EVFQRIAQL 121
NTDB id 1283 ACE17W RS02630 WP 010947729.1 IYDIMNDRQRKEYE..EFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPS..EILSMEDLGLP....PIFKEMASF 121
NTDB id 1259 GCO85 RS10305 WP 010947729.1 IYDIMNDRQRKEYE..EFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPS..EILSMEDLGLP....PIFKEMASF 121
NTDB id 1194 PAKAF RS01995 WP 003084552.1 IYDIMNDKQRKDFE..EFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEELGMG....EVFKRVSDV 121
NTDB id 1202 PSJM300 01600 AFN76400.1 IYDIMNDKQRKDFE..EFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGMG....EVFRKITDV 121
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IYDIMNDKQRRDYE..EKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPS..QVLTLEELGLG....KIFRDICDY 121
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VYDIMNDKQRRDYE..EKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGLG....QIFKDICDY 121
NTDB id 1060 ABD1 RS04380 WP 000355489.1 VYDIMNDKQRRDYE..EKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPS..KVLTMEDLGLG....QIFKDICDY 121
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 PQGMLLITGPTGSGKTVSLYTGLNILNTE.SSNISTAEDPVEINLEGINQVNVNPKV...GLTFAAALKSFLRQDPDIIM 395
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PQGMLLITGPTGSGKTVSLYTGLNILNTE.HANISTAEDPVEINLEGVNQVNVNPKV...GLTFAAALRSFLRQDPDIIM 395
NTDB id 1177 A1552VC RS01165 WP 000422572.1 KRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMIL 199
NTDB id 1203 PSJM300 01605 AFN76401.1 KRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVIL 201
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVIL 202
NTDB id 1307 DR RS10055 WP 010888596.1 PRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVIL 205
NTDB id 1086 NMV RS00245 WP 002218487.1 PRGMVLVTGPTGSGKSTTLAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVIL 201
NTDB id 1116 NGFG RS10615 WP 003690200.1 PRGMVLVTGPTGSGKSTTLAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVIL 201
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVIL 201
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVIL 201
NTDB id 181581 A7317 RS27445 WP 069077198.1 PRGLVLVTGPTGSGKSTTLAAMIDYLNQHRRQHILTLEDPIEFIHTPKMALINQRQVHRDTHSFSTALRSALREDPDVIL 201
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIIL 201
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIIL 201
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIIL 201
NTDB id 1202 PSJM300 01600 AFN76400.1 PRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIIL 201
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PRGLVLVTGPTGSGKSTTLAAMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIIL 201
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 PRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIIL 201
NTDB id 1060 ABD1 RS04380 WP 000355489.1 PRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIIL 201
NTDB id 1040 H0N27 RS13360 WP 000355489.1 PRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIIL 201
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