logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169
1112
1113
1252
1198
1016

181540 AsACE RS13275 WP 004810078.

1059

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169
1112
1113
1252
1198
1016

181540 AsACE RS13275 WP 004810078.

1059

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169
1112
1113
1252
1198
1016

181540 AsACE RS13275 WP 004810078.

1059

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402
1169
1112
1113
1252
1198
1016

181540 AsACE RS13275 WP 004810078.

1059

consensus

DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )
GCO85 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1

ABD1 RS01610 WP 000279215.1

DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )
GCO85 RS0O7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1

ABD1 RS01610 WP 000279215.1

DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )
GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1

ABD1 RS01610 WP 000279215.1

DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )
GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1

ABD1 RS01610 WP 000279215.1

g5t DB Kl Dl

#_<

M Y B et tﬁm\i@%@a sl |

FEGLL
LEGLM
LEGLF

R gl sty rT tng i

KAGVPLVQ FEIVAEGI®HXNPEM
* [ [ * Pk bk | x * * kkkk ok * * | % * * * 1 | 11 Ik

Rt i st s eosfst A Tgl\/ b Gelieoe

FIN4FGADLPAFTQ
FIQ4FGA LPQFTQ

A YKEK
A YKEK INMNIGA LPAIRTQ
Vv FIQYFGADLP ARIT]
FEWFGA LPAFT]
FISJFGADLPAFTQ
FSSFGADLPAFT.
FASFGADLPAFTQ
sk Dbl % *k |k T 11 x| (S kokockokok |k | Pk b Dok Dok Dok ok | skokox * %k %k % %

ABF&RUTFAA ol ey

SRTLAT F AG P
SRTLAT FAAG P

IREAAGVPL DL STAGAEGN
JREAAGVPL DJYL STAGARGN

IMKABT AR RTL ITFAAG PL ALIES[JAGATGN

BLESNVEE | QLE=LXRXS

MK B AR RTL TTFAAGVPL DAL SWMAGATGN
VMKAMIAR SRTLATTFAAGVPL
VMKAMIAR SRTLATTFAAGVPL
VMKAMIAR SRTLATTFAAGVPL
kokokokkokokk ok ! ok kokokokok Dokok Dokok Dokokk 1k ! [ (BT *x | x * Dokxokx |

150
151
153
153
150
149
152
153
1562

230
231
233
233
230
229
232
233
232

310
311
313
313
310
309
312
313
312



) A e oD, 3

e AT sl

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1

NTDB id 1198 PSJM300 03950 AFN76868.1 L

NTDB id 1016 ACIAD RS01680 WP 004920476.1 L §MMEPLIMINILG

NTDB id 181540 AsACE RS13275 WP 004810078.1 L §MMEPLIMI LG

NTDB id 1059 ABD1 RS01610 WP 000279215.1 L §MMEPLIMINILG

consensus kokok okokok k| * x| * [ N N N N B R * kx| k% [NEE TS
<0

- LR éYVA

NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 406
NTDB id 1198 PSJM300 03950 AFN76868.1 .. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF .. 408
NTDB id 181540 AsACE RS13275 WP 004810078.1 AMYLPIF .. 409
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF .. 408

consensus

X non conserved
B similar
> 50% conserved



