
logo MTATKINLLPWREDKELR I
E
Q
KRNKNKQEF ILVATVFLYSCFIVLGAVGLVVLLGCIMATTAAVFGLMGSGWFYYFGDQHKLDNQDQEQANQL I ILMTSTNQGNLDVQQLKTSLDENGLQQEQRDNA

NTDB id 181537 AsACE RS13065 WP 076754499.1 MAKINLLPWRDELRIKRNNEFVAYCVGALLLGMTAAGGSWFYYDQKLQDQEQANQLIISTNQNLDVQLKSLEGLQEQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
consensus !**!!!!!!!**!!**!***!* *******!!**** **!!!***!!*!!!!!!!!!**!!!*!!*!!!*!*!!!*!!*!

logo I IVERMKL IQGLQASTQRP I
V
A
T
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LVRVTPSADNMYI
LTKFDSTRVTGDKFTI EGKAAESPNTVAELLRNLEASAPTWYRNAFMNASFLVA

NTDB id 181537 AsACE RS13065 WP 076754499.1 IVERMKLIQGLQTQRPIAVHLIDEIVRVTPSDMYITKFDRVGDKFTIEGKAASPNTVAELLRNLEASTWYRNAFMNAFLV 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !*!*!!*!!!!!! !!*!!!*!*!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!*!!*
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NTDB id 181537 AsACE RS13065 WP 076754499.1 AEESKDKAPSSVIPRVEESYGTFTVTVDLDQIAQPVLSEQ.QPQAAAAAGGATS 213
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK. 213
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QPQTPPTAGVKP. 212
consensus *!* !!!**!!**!!!!* !!*!*!*!!!**** ** ** *!*** **!**
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X ≥ 50% conserved


