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NTDB id 181509 AsACE RS01490 WP 099046668.1 MPISDHPTSTPSVYRVRVAVPVHLFDCFDYSLSAAQYQQAEVGARVAVSFGRQNLVGVIMEKLPPDTPLDSSFKLKEITE 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ..MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISD 78
consensus **** *! * * !!!!!!!!!!!!*!*!!!*!* !!! !*!! !!!*!!!!!!!*!*! !!**! * *! !! !**

logo LLDDEQRAP I
L
I
LDDEKQVLNSLLNTWSAQYYQFP IGEVMVQSTALPATLLRQGKPMYDNLVLAFHRLNWKI

L
L
T
D
P
CDNQAVEAKLLVKRRSEGKRQQDEAYKQI LKLH

NTDB id 181509 AsACE RS01490 WP 099046668.1 LLDDRALIDDKVLNLLNWSAQYYQFPIGEVVQSALPTLLRQGKPYNLLARNWKLLD.DQAEAKVRRSERQQEAYKILKLH 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LLDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLH 158
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NTDB id 181509 AsACE RS01490 WP 099046668.1 PVGTTETVLNLAGIETATLKALEKKGICECVLEPQDFSPQPVQLAQMPLTANPEQQHAIQQVLKFKNKYQAFLLDGLTGS 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGS 238
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logo GKTEVYLHQIMEHEKVLKQGKQVLVLVPE IGLTPQTI SRFKQSRFHNCDHIALLHSGLNDSKRLQAWQAQAEQTGKAS I IVLGTRSAIY
NTDB id 181509 AsACE RS01490 WP 099046668.1 GKTEVYLQIMEKVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCHIALLHSGLNDSKRLQAWQAAETGKASIVLGTRSAIY 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIY 318
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logo TPLMPNRLGL I I LDEEHDLSFYKQQEGFRYHARDVALYRGHLQGQCPVLLGSATPS IDSTYAHLVAENTGKLMQTAVLEQLNQRAGHTALLMPK
NTDB id 181509 AsACE RS01490 WP 099046668.1 TPMPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRGHLQQCPVLLGSATPSIDTYALVANGKMQVLELNQRAGTALMPK 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPK 398
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NTDB id 181509 AsACE RS01490 WP 099046668.1 IHILDLKVAQKQHDISLHLIQEIRKRLEKKEQVLVFLNRRGYAPVLICDSCGWQAQCPNCDANFTVHRQPYQHLHCHHCG 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCG 478
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logo TLVHRLMPDHCPESCNQHQKTESLKTLGAMGTAGKVEEHQLNQELFPDHDEVIRVDRDSTSRVGSWQKIYDKR IQKQNSEKPAS I LLGTQMLAKGHH
NTDB id 181509 AsACE RS01490 WP 099046668.1 TLHRMPDHCPSCNHTELKTLGMGTGKVEEQLNELFPDHEVIRVDRDSTSRVGSWQKIYDKIQKSEPAILLGTQMLAKGHH 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHH 558
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logo FPHYVTLVAI LDIDASGLLSVDFIRAPTERTAQL IVQVAGRAGRGEHKGDHVYLQTLRPDHAPLLNTTL IVETDKDNYRAFVAKQTLAEEQRKI
V

NTDB id 181509 AsACE RS01490 WP 099046668.1 FPYVTLVAILDIDSGLLSVDFRATERTAQLIVQVAGRAGRGEHKGDVYLQTLRPDHALLNTLVTDNYRAFAKQTLEQRKI 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 FPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKV 638
consensus !!*!!!!!!!!!! !!!!!! !!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!! !!* !!! !!!!! !!*
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NTDB id 181509 AsACE RS01490 WP 099046668.1 ARMPPYRYAVMIRCESRDQALNTEFLQKHAAFLRQYQDLQLEIWGPIPAPMERKAGRYQSHMVLLSADRPRLHYYVRAWW 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWW 718
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NTDB id 181509 AsACE RS01490 WP 099046668.1 QAMLQD.KPSSMKLSLDVDPQELS 742
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AQLVHAPRQHQLRLSIDVDPQEFS 742
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