
logo MDYGS I EKYLVRSKQENL ILEEACYLRMTKRASDI
VHIVPKREKRDEAI

S
I
V
H
SFRVDHSADL ILKQKQRDTI

M
D
KKEKESCGEVRL IASHFKFLSASMDIGEKRRKRPQNGSLAT

NTDB id 181355 BSA145 RS20360 WP 075623498.1 MYGIEYLRQELLEEACRMRASDVHIVPKEKEASVSFRVDSDLIQQRTIDKKSGERLIAHFKFLSSMDIGEKRRPQNGSLA 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! * !*!!!* *!!!*!!!!*!**! **!!!!* !* ! * ! * !!! !!!!!! !!!!!*!*!!!!!!
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NTDB id 181355 BSA145 RS20360 WP 075623498.1 VMLRNGQVFIRMSTLPTVNDESLVIRILPQDHVPKIKHLSLFPKASARLLSFLNHSHGLILFTGPTNSGKTTTLYSLIQF 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus * !* !*!**!!!!!!!*!*!!!!!!**!! **! ! *!!!!!! ! !!!!! !!!!***!!!!! !!!!!!!!!!*!*

logo AKKHNFNRNI IVTLNI ITLEDPVETRDNEDEVLQVQVNEKAGI
VTYASAGLKRAI LRHDPDMVI IVLGE IRDAETAER I
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NTDB id 181355 BSA145 RS20360 WP 075623498.1 AKKNFNRNIITLNIITLEDPVETRNEEVLQVQVNEKAGITYAAGLRAILRHDPDVIVLGEIRDAETARTAIRAALTGHLV 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIV.....TLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLV 235
consensus !!!*!!!!!******!!!!!!!!! !*!!!!!!!!!!!*!! !!!*!!!!!!!!*!*!!!!!!!!!! !*!!!*!!!!!
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NTDB id 181355 BSA145 RS20360 WP 075623498.1 LSTLHAKNAKGALYRMLEFGVTMNELEQTMVAIAAQRLIELICPFCGETCQ.LYCKLNRPFRRTNVFELLFGKELGECMK 319
NTDB id 96 BSU 24730 NP 390353.1 LTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQ 315
consensus !**!! * !!!!*!!*!!!!* !!!*!!!**!!!!!!!**! !!!! ! **!!* !* !! !*!!!*!! ! !*

logo EAKGENHYAHNSYQSYEQTLQRKQI
L IRKGI

VALGYLSTKTNNTYDHRWVYEHEAKDSL
NTDB id 181355 BSA145 RS20360 WP 075623498.1 EAKGEYAHSSYETLQKLIRKGVALGYLSKNTYHRWVYEEASL 361
NTDB id 96 BSU 24730 NP 390353.1 EAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD. 356
consensus !!!! *!* ! !! *!!!!*!!!!!* ! !*!!!!*! *

X non conserved

X similar

X ≥ 50% conserved


