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NTDB id 593 KW2 RS05130 WP 021037147.1 MNLIL...........ENLLGHLLLEKDISAFN.NFTDQVNNE..NKLIKIGAMTSVNANKVRCNRCGTIHIKT...NVK 63
NTDB id 167 SP RS11275 WP 000867616.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 236 SPD RS10765 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 202 SPR RS10250 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 507 SM12261 RS09240 WP 000867722.1 MKVN............PNYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN............PNYLGRLFTENELT..........KEE..RQLAEKLPAMRKEKGKLFCQRCDSAI.LD...EWY 52
NTDB id 615 LCA RS02545 WP 011374200.1 ...................MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC 57
NTDB id 181311 BSA145 RS03910 WP 418202168.1 ................................................................................ 0
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGY....ITAENSISINKRRYRCNRCGQTDQRYFSFYHS 76
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NTDB id 593 KW2 RS05130 WP 021037147.1 LPIGAFFCPTCLELGRVRSDEYFYHLPQQDFPEK..TYLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMI 141
NTDB id 167 SP RS11275 WP 000867616.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMI 130
NTDB id 277 KZH43 RS10090 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMI 130
NTDB id 236 SPD RS10765 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMI 130
NTDB id 202 SPR RS10250 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMI 130
NTDB id 507 SM12261 RS09240 WP 000867722.1 LPIGTYYCRECLLMKRVRSDQSLYYFPQEDFPKQ..DVLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMI 130
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LPIGAYYCRECLLMKRVRSDQVLYYFPQEDFAKQ..DILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMI 130
NTDB id 615 LCA RS02545 WP 011374200.1 LPDGRHYCAQCLLFGRLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEML 137
NTDB id 181311 BSA145 RS03910 WP 418202168.1 ................................................................MYSFPVVCGAGKTEVL 16
NTDB id 108 BSU 35470 NP 391427.1 SGKNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEML 156
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NTDB id 593 KW2 RS05130 WP 021037147.1 YQLIEQILSHGGSVGLASPRIDVCIELHQRLSRDFTC.QIPLLYHEG.DSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVD 219
NTDB id 167 SP RS11275 WP 000867616.1 YQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD 208
NTDB id 277 KZH43 RS10090 WP 000867601.1 YQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD 208
NTDB id 236 SPD RS10765 WP 000867601.1 YQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD 208
NTDB id 202 SPR RS10250 WP 000867601.1 YQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD 208
NTDB id 507 SM12261 RS09240 WP 000867722.1 YQVVAKVINAGGAVCLASPRIDVCLELYKRLQKDFAC.EIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD 208
NTDB id 535 SMSK321 RS10515 WP 000867726.1 YQVVAKVINAGGAVCLASPRIDVCLELYKRLQDDFAC.EISLLYGES.EPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVD 208
NTDB id 615 LCA RS02545 WP 011374200.1 FQGILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVD 217
NTDB id 181311 BSA145 RS03910 WP 418202168.1 FHGIEYALNQGMSVCIATPRTDVVLELEPRLRKAFQGVTITVLYGGSSQRFQITPLVITTTHQLMRYKNAFDVLIVDEVD 96
NTDB id 108 BSU 35470 NP 391427.1 FPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVD 236
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NTDB id 593 KW2 RS05130 WP 021037147.1 AFPFRDNDMLYFALENAKKIN.GTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK....... 291
NTDB id 167 SP RS11275 WP 000867616.1 AFPYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLS 287
NTDB id 277 KZH43 RS10090 WP 000867601.1 AFPYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLS 287
NTDB id 236 SPD RS10765 WP 000867601.1 AFPYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLS 287
NTDB id 202 SPR RS10250 WP 000867601.1 AFPYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLS 287
NTDB id 507 SM12261 RS09240 WP 000867722.1 AFPYVDNPMLYHAVKNSVKEN.GLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLS 287
NTDB id 535 SMSK321 RS10515 WP 000867726.1 AFPYVDNPMLYHAVKNSVKEN.GLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLS 287
NTDB id 615 LCA RS02545 WP 011374200.1 AFPFVDNPVLATAVEQACKPQ.CALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLP 296
NTDB id 181311 BSA145 RS03910 WP 418202168.1 AFPYSMDERLQFAVLKAMRNNRGVRIYLSATPSKKMTREVSRGELKAIKIPLRFHEQLLPVPTFHWIGHWKKKLKKNQLP 176
NTDB id 108 BSU 35470 NP 391427.1 AFPYSADQTLQFAVQKARKKN.STLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIP 315
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NTDB id 593 KW2 RS05130 WP 021037147.1 ......FIEQRKTGFPLLIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTF 365
NTDB id 167 SP RS11275 WP 000867616.1 PKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTF 367
NTDB id 277 KZH43 RS10090 WP 000867601.1 PKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTF 367
NTDB id 236 SPD RS10765 WP 000867601.1 PKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTF 367
NTDB id 202 SPR RS10250 WP 000867601.1 PKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTF 367
NTDB id 507 SM12261 RS09240 WP 000867722.1 PKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTF 367
NTDB id 535 SMSK321 RS10515 WP 000867726.1 PKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTF 367
NTDB id 615 LCA RS02545 WP 011374200.1 KRLERDCQTYL.KTQQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTF 375
NTDB id 181311 BSA145 RS03910 WP 418202168.1 PKVMNWMQRHIANKRRILLFVPSIAVMKKVTKILRE..QSLNVEGVSADDPDRKQKVQHFRDYVYDVLVTTTILERGVTI 254
NTDB id 108 BSU 35470 NP 391427.1 PAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKG..VHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTV 393
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NTDB id 593 KW2 RS05130 WP 021037147.1 SSIDVFVINSEHPNFTKSALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF.......... 430
NTDB id 167 SP RS11275 WP 000867616.1 PCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 PCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 236 SPD RS10765 WP 000867601.1 PCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 202 SPR RS10250 WP 000867601.1 PCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 PCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL.......... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 PCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL.......... 432
NTDB id 615 LCA RS02545 WP 011374200.1 KNVAVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV..... 445
NTDB id 181311 BSA145 RS03910 WP 418202168.1 PNVQVGVLGSESTIFTESALVQISGRVGRHPDYCTGDVFLFHFGLTRSMKQAKKHIAKMNDTAAKEFSEKQCGFN 329
NTDB id 108 BSU 35470 NP 391427.1 PKVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD..... 463
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