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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 181263 A3K93 RS11615 WP 067731356.1 .MEQQPLVLLVDDEEDLCTLMQMSLMRMGIKTHIAHRLADAKQRLTDYQYDACLTDLNLPDGNGLQLLDWINQHCPSLPV 79
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLR....NPEAEEAPVDNRLLGESPPMRALRNQIGKLAR 154
NTDB id 181263 A3K93 RS11615 WP 067731356.1 AVLTAYGNMDIAIAALKAGAFDFVSKPINQKHLEQLLQKALNKPVDYAQQSQEDALEHRMLIGQSQPIQQLRITLKKLAR 159
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK.VEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
NTDB id 181263 A3K93 RS11615 WP 067731356.1 SQAPVFITGESGTGKEVVANLVHRLSNRNEGPFIAINCGAIPSELMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLD 239
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
NTDB id 181263 A3K93 RS11615 WP 067731356.1 EIAELPLSMQVKLLRAVQEKRIRPLGSDTEIDVDFRVISASHQDLDALVQQGKFRQDLYFRIHVMDLELPPLRERGNDIL 319
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP......GASQ.. 386
NTDB id 181263 A3K93 RS11615 WP 067731356.1 LLAEHFIQKIAKEWEIPTKRLTERSKELLLGQYYPGNVRELRNIIERAMTLSDEEFIDIQHLQTAPLRQNIVAPDDSNTA 399
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
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LDTDEETEEQEV
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 181263 A3K93 RS11615 WP 067731356.1 QVATNTDSFSIPKKLPEEGLELFMEKIEKEILLNALNITHWNRTLAAKKLGMTFRSLRYRLKKFGLDTDEEE.. 471
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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