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NTDB id 1029 TT RS02230 WP 011228203.1 302
NTDB id 1402 DSB67 RS12670 WP 010643257.1 306
NTDB id 1169 A1552VC RS11075 WP 000648511.1 307
NTDB id 1113 AAA85695.1 219..1451( ) IRFAAGVPLVDRYL STAGARGN 309
NTDB id 1112 NGFG RS09215 WP 003689811.1 IRFAAGVPLVDYL STAGAEGN 309

NTDB id 1252 GC085 RS07730 WP 011213805.1 VIS I KAIARF RTL lTFAAG PLV ALJES[JAGATGN 306
NTDB id 1198 PSJM300 03950 AFN76868.1 305

NTDB id 1016 ACIAD RS01680 WP 004920476.1 308
NTDB id 181259 A3K93 RS11425 WP 067731323.1 309
NTDB id 1059 ABD1 RS01610 WP 000279215.1 308
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NTDB id 1029 TT RS02230 WP 011228203.1 382
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVIGEESGELD MLIYK AYEEVDNVDL I QEREPL T 385
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVNITGEESGELD MLWNKVApYEIEVDNg§VDIL[E)QRREP T, T 386
NTDB id 1113 AAA85695.1 219..1451( ) . QMY IGEESG LD MLNKMAIREYEWEVDNAV[EAYL AMMEP I 388
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QM IGEESG LD MLNKEVAIXEYEBEVDNAV[eIL. AMMEP I 388
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL MLKVAFYEEV NAVD L EP T 385
NTDB id 1198 PSJM300 03950 AFN76868.1 . TING TIFSWIA] QMAIGEESGALD MLKVAFYEEVDNVD LTARMEP I 384
NTDB id 1016 ACIAD RS01680 WP 004920476.1 Y NEFPIMI\ QMVAIGEESGALD MLWKVAN YESEVDRIAVD LT MMEPLI 387
NTDB id 181259 A3K93 RS11425 WP 067731323.1 MUTINAFPRIMIY QMVAIGEESGALDEMLINKVANIYENEVDNAVD LTAMMEPLI 388
NTDB id 1059 ABD1 RS01610 WP 000279215.1 iy WRIFPRIMIN QMVATGEESGALDRMLIKVAW YEIMEVDNAVD LT MMEPLI 387
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LVGGLV AMYLPIF 408
NTDB id 181259 A3K93 RS11425 WP 067731323.1 |ARUCEGRAFNINIRNN c. 409
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VLVGGLV AMYLPIF 408
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