
logo MTATKINLLPWREDKELRLEQKRNKNKQEFLIATVFLYCSFIVAGLAVGLVVL ILGCILTATAAVFGLMGTGWFYFGDQHKLDNQDQEQANQL I LMVTSTNQGNLDVQQLKASTLNDGLQQEQRDNA
NTDB id 181256 A3K93 RS11200 WP 067731292.1 MAKINLLPWRDELRLKRNNEFIAYSVAALLIGLAAAGGTWFYFDQKLQDQEQANQLIVSTNQNLDVQLKALDGLQEQRNA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
consensus !**!!!!!!!**!!**!***!* ********!**** **!!!!**!!*!!!!!!!!!**!!!*!!*!!!*!*!!!*!!*!

logo I IVERMKL IQGLQASTQRP I
V
A
T
VVHRLVIDE I

LVR I
VTPSANMYI

LTKFSTVRATGNDKFTI EGKAESPNTVAELLRNLEASAPSWYRNAFMNSFLVA
NTDB id 181256 A3K93 RS11200 WP 067731292.1 IVERMKLIQGLQTQRPIAVHLIDEIVRITPSNMYITKFVRAGNKFTIEGKAESPNTVAELLRNLEASSWYRNAFMNSFLV 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !*!*!!*!!*!!!*!!*!!!*!*!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*

logo

N
AEDENKKDKAPTPASSLVI

L
VPRVEADEGHSYGTSFLTVVSTVDLDGQELMPAGATVPSTLTVTAADTSDDPSAKQSQPPQSATGPTAEPSTAGVGVAAKTKPS

NTDB id 181256 A3K93 RS11200 WP 067731292.1 AEEKKDKPASSVIPRVEESYGTFTVTVDLDQPAAPVAADPASQPPATATGGATS 214
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.Q.PQTPPTAGVKP 212
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAK.PSTGESVGAAK 213
consensus *!**!!! *!!**!!!!* !!*!*!*!!!**** *** * * ! * **!*
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