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NTDB id 1193 PAKAF RS26665 WP 003161249.1 Q 64
NTDB id 181253 A3K93 RS11185 WP 067731289.1 Q TNIVPMQIPGQGTEIRVMFNGLPPQP AYQLEEPSRLI 80
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MY HRQFSHGHVAFAIMQYASAQVRl TN VPM IPGQGTEIRVMFNGLPPQPQAYQLE P RLIjEEEEIS
NTDB id 1052 ABD1 RS15850 WP 001017033.1 65
NTDB id 1039 HON27 RS01460 WP 031993779.1 65
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 144
NTDB id 181253 A3K93 RS11185 WP 067731289.1 150
NTDB id 1009 ACIAD RS15175 WP 004923730.1 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 136
NTDB id 1039 HON27 RS01460 WP 031993779.1 136
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 224
NTDB id 181253 A3K93 RS11185 WP 067731289.1 220
NTDB id 1009 ACIAD RS15175 WP 004923730.1 206
NTDB id 1052 ABD1 RS15850 WP 001017033.1 205
NTDB id 1039 HON27 RS01460 WP 031993779.1 205
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 Q 304
NTDB id 181253 A3K93 RS11185 WP 067731289.1 299
NTDB id 1009 ACIAD RS15175 WP 004923730.1 285
NTDB id 1052 ABD1 RS15850 WP 001017033.1 284
NTDB id 1039 HON27 RS01460 WP 031993779.1 284
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 QKIa| 384
NTDB id 181253 A3K93 RS11185 WP 067731289.1 379
NTDB id 1009 ACIAD RS15175 WP 004923730.1 365
NTDB id 1052 ABD1 RS15850 WP 001017033.1 364
NTDB id 1039 HON27 RS01460 WP 031993779.1 364
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