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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ...MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSI 77
NTDB id 181251 A3K93 RS10935 WP 269465702.1 MTSVKEYMMQKQSLGFTLVELMIVVVILAMFAAIAIPSYQSYTRRVAASQVEQEMLRISNLLERHKARSFSYQNFATTTA 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ........MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYL 72
consensus * * *** *!!!!*!!!*!*!!*!*!!*!!!!!!!*!*!! ** * *!*******!!****!*!*!**! *!**
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 TLPRGG.......................YTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSL 134
NTDB id 181251 A3K93 RS10935 WP 269465702.1 TSP.................ANATGSTIKYNIEIFDADDTDSMLTDANASGRNWVMRALSTDNKNFSYLLTSTGMRCKNK 143
NTDB id 1006 ACIAD RS15005 WP 004923843.1 YQDKSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNK 152
consensus * ** * * *!** * ! *** *!! **! !* !***!***!**!********!**!***

logo TALWTAANVIDSFNSDESCNSGCGTVTCNVCETVNGSENPSWQ
NTDB id 1064 ABD1 RS15725 WP 001046490.1 TATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 181251 A3K93 RS10935 WP 269465702.1 TLANISFENCGT.......VGSEPW. 161
NTDB id 1006 ACIAD RS15005 WP 004923843.1 TWANISSSSCGT........GSESW. 169
consensus ! **** * *!! *!! !
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