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NTDB id 181250 A3K93 RS10615 WP 067731201.1 MPMFNLLQTAQTWLRHLQPCQLCHADYQTHYALCQDCWNSLPWSRTVIQRQALDIHIACDYAYPMDRLIQLFKYEQKLHL 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ..MFKFLN.PQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ..MFKFLN.PQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
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FEDNIDESQQF
NTDB id 181250 A3K93 RS10615 WP 067731201.1 QSILAGSLLSLRLPKVSAIVPMPISTERIIERGYNQSLVLAKHIAKHLNVPVWQPITRRAQHSQKGLSRLERIEDIDSQF 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
NTDB id 1071 ABD1 RS15375 WP 000472269.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
consensus !**!!**!**!**!!!*!!!!!!!!**!**!!!*!!!!*!!****!*!**!!!!!**!***!!!!!!!!!!!*!*!**!!

logo

E
V
I
A
N
L
N
T
P
Q
S
E
N
K
L
R
C
RYRRVL I IDDVVITTGSS IRHALSDQQALKLQLGCTHS IHAASC I

LAGAAKS ISTSY
NTDB id 181250 A3K93 RS10615 WP 067731201.1 EINNPSKLCYRRVLIIDDVVTTGSSIRALSDQLKLLGCTHIHAACIAGAKI... 211
NTDB id 1042 H0N27 RS01930 WP 000472273.1 VALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 VALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
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