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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 181141 A7K98 RS13100 WP 087488964.1 MASRGVNKVIIAGRLGQDPEVRYSPSGSCFANLSVATSEQWRDKQTGEQKELTEWHRVVISGKLAEIAGEYLRKGSEVYL 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAP.....SHP 147
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAP.....SHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.GGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 181141 A7K98 RS13100 WP 087488964.1 EGKLQTRKWQDQSGSDRYTTEIR.VGINGTMQMLGGKQEGGQG.........NKPPQQ...............QRQQPQR 135
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQ..GGMNVPAQQGSWGQPQQPA.....KQHQPMQ 152
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FDDDIPFAP IGLQHPAHF IYS I
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF............... 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF............... 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKPAAQAEPPMDNFDDDIPF............... 180
NTDB id 181141 A7K98 RS13100 WP 087488964.1 Q..AGPS.TPPPMSEPP.MDFDDDIPFAPIGLQHPAHFIYSI 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQQY.SQPQYNEPP.MDFDDDIPF............... 177
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