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NTDB id 181102 CHL RS03325 WP 063997963.1 MIVAIDVGLKRIGVAFAINKNLVLPSEPVLRKNRVQAANDTLKMLKEKNAKTLVVGLPKGGSSEDEMQRRIKHFISLVGFDGEII 85
NTDB id 1213 C694 RS01715 WP 000599146.1 MILACDVGLKRIGIAALLN.GVILPLEAILRHNRNQASRDLSDLLREKNIQVLVVGKPHESY..ADTNARIEHFIKLVDFKGEIV 82
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NTDB id 181102 CHL RS03325 WP 063997963.1 YQDEAYSSFEASALV.........KDKRDGKFDSIAAMIILKRYLGIL.... 124
NTDB id 1213 C694 RS01715 WP 000599146.1 FINEDRSSIEAYENLEHLGKKNKRLAIKDGRLDSLSACRILERYCQKVLKNH 134
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