
logo

MVLLYQFLLRYMKNDW
FLNTQHWKKLAYI I LSAAVSVALAIVMF

M
V
Q
T
L
A
Y
I
I
S
G
F
M
R
I FLWAKRNTQGKDYDFYVTLSKRNKFENKDNTPAVLKQASVTPSTENNSSLESTKELVNETDVVQKVQKEDAGNDNDSEKSNNKEGTP I

V

NTDB id 1069 ABD1 RS03060 WP 043960841.1 ..............................MQYSMRFWKNKYFVL........................................ 15
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAIILAASAAVFTAIMIFLATG....KNKE....PVKQAVPT....ETENTVVKQEANNDESNETI 62
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSKNKGPV 85
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSKNKGPV 85
NTDB id 1127 NGFG RS10560 WP 003703428.1 ..................................................................................... 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ..................................................................................... 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ..................................................................................... 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ..................................................................................... 0
NTDB id 181096 CHH RS09235 WP 167540833.1 ..................................................................................... 0
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................................... 0
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NTDB id 1069 ABD1 RS03060 WP 043960841.1 .IMLCLGVISPSVCAQS........F........DQNFQEWKVKQQMYDQKLN.ISKSSHSNSSK....IS.QTKNFNDSTGQIH 77
NTDB id 105 BSU 25590 NP 390437.1 VIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGS..VQSDGGKGALVN 145
NTDB id 36 MW RS08230 WP 001793467.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKNGNTNNTKVN 169
NTDB id 20 SA RS08005 WP 001802022.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVKNGNTNNTKVN 169
NTDB id 1127 NGFG RS10560 WP 003703428.1 .MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM.KKMFVLFC.MLFSCAFSLAAVN 54
NTDB id 1126 NGFG RS09375 WP 003703428.1 .MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM.KKMFVLFC.MLFSCAFSLAAVN 54
NTDB id 1125 NGFG RS07215 WP 003703428.1 .MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM.KKMFVLFC.MLFSCAFSLAAVN 54
NTDB id 1108 NGFG RS06525 WP 003703428.1 .MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM.KKMFVLFC.MLFSCAFSLAAVN 54
NTDB id 181096 CHH RS09235 WP 167540833.1 ...............................................................MRLFGLIA.L..LASLTYAAVN 19
NTDB id 1242 Cj0011c YP 002343483.1 .............................................................M.KKLLFLFF.A..LTAFLFGAVN 20
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NTDB id 20 SA RS08005 WP 001802022.1 LNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI.................. 228
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