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MKQA GYLRQSTTKQQSLAAQKQTIMALAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEALARKHNIQEITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRY|
MKQVIGYLRQSTMKQQSLAAQKQAIEA AEKHHIQHINFYSDKQSGRKDNRSGYRQ T LIQQGQCD LCCYRLNRLHRN

AL O D B T

LKNQLKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLKEKAKQGKLITTHAPFGYHYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNG KEKAKQGK ITTHAPFGYHYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQV NGLQEKAKQG LITTHAPFGYJaYH

T L R

NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGR INQYGQYENMFPAIVSTTI
NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGEVENSI [y PTVKAVENYY KGHGYKKIAQLLEED T INRQPYQVRNII NPNYCGRVIYNQYGQ NMFP IVST I
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YEEAQVTRTQKQVKEIKPSENQLKQKIKCPYCERISTLTNMTVRKiNH LRYYVCPQNMNIy RFEVCEFKGINAQELETSVLA
YEEAQVTRTQKEVKRKPSENQLKQKIKCPYCDSTLTNMT RKKBIHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAS
YE AQIA®R QKQ KQTSS NQLKQKIKCPCCN TLTNMTVRKKWWJHTLRYYVCPJSNMNASRFVC FKGINAQTLEDKVLE
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CQDFFQNQQLYSKINHTIQQRLKRQRD ETKTTLNHEQLIEKLAQGKIDAETFREQTQSL QQSKPISSIS YQIRKAFQ
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQRKIDAETFREQTQSLRQQSKPISSISHYQIRKAFQ
CRDF QNQR Y KIFSIMIPYIR KRQR IER HTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRT SI[ HQIQ TIQ
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X non conserved
B similar
> 50% conserved
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