
logo MQQLKQTKRVGS IYVRVSTE I
MQNSTEGYS IDNGQINQIKRDEYCDQFHHFEVKTDIYADRGI SGKSMNRPELQR I

MLKDAKNEGHYIDCVM
NTDB id 180482 A2I67 RS12690 WP 046099772.1 MQQLKQKRVSIYVRVSTEIQNTEGYSINGQINQIRDYCQFHHFEVTDIYADRGISGKSMNRPELQRMLKDANEGHIDCVM 80
NTDB id 11 SA RS00430 WP 001186602.1 MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQRILKDAKEGYIDCVM 80
consensus !!!!! !!! !!!!!!!!*! !!!!!! !!!!!!**!! !!!!!! !!!!!!!!!!!!!!!!!!!!*!!!! !!*!!!!!

logo VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQI LASFSEFERNNIVENVFMGQTRRAQEGYYQGN
NTDB id 180482 A2I67 RS12690 WP 046099772.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
NTDB id 11 SA RS00430 WP 001186602.1 VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LPLGYDKIPDNSKHELMINQHEANIVKYI FESYAKGHGYRKIANALNHKGYVTKKGKNPFS I SAS ITYI LASNPFYIGKIQFAK
NTDB id 180482 A2I67 RS12690 WP 046099772.1 LPLGYDKIPDSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSISAITYILSNPFYIGKIQFAK 240
NTDB id 11 SA RS00430 WP 001186602.1 LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK 240
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!! !!!!!!!!!!!!

logo YKDWNSEKRRKGLNDKNPVIAEGKHASP I INSQDELWDKVQMSRKKQVSQKPQVHGKGTNLLTGS IL I FHCEPKQCGAPTMYAASNTTTNTFLKD
NTDB id 180482 A2I67 RS12690 WP 046099772.1 YKDWNEKRRKGLNDNPVIAEGKHAPIISQELWDKVQSRKKQVSQKPQVHGKGTNLLTSLIFCEKCGATYAASTTTNTFKD 320
NTDB id 11 SA RS00430 WP 001186602.1 YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD 320
consensus !!!! !!!!!!!!! !!!!!!!! !!! !*!!!!!! !!!!!!!!!!!!!!!!!!!! *!*!* !!!* !!! !!!! !!

logo GTKKR IRYYSCSNFRNKGSKVCSAENSVRADVI EDKYVMDKQI LE IVKSDKVI
L
K
Q
Q
RVVETHRVNQENQVDGVAALHNHDIAYKQQQFYD

NTDB id 180482 A2I67 RS12690 WP 046099772.1 GTKKRIRYYSCSNFRNKGSKVCSENSVRADVIEKYVMDQILEIVKSDKVLKQVVERVNQENQVDVAALNHDIAYKQQQFD 400
NTDB id 11 SA RS00430 WP 001186602.1 GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYD 400
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!! !!!!!!!!!!!* !! *!!!!!!!! !!!*!!!!!!!!!*!

logo E I
V
N
Q
I
TKLKNNL IKQTI EDNPDLTSAVI

L
K
RPSTIHQKQYEKTQLNDNITNQI

MNQLKNQQQNEQDEKLPLSFYDATKEQIASAKLLQHR I FHQDNI EKHS IMDEKSQRLK
NTDB id 180482 A2I67 RS12690 WP 046099772.1 EINTKLKNLIQTIEDNPDLTSALKPTIHQYETQLNNITNQMNQLKQQQNQEKLSYDTKQIAALLQRIFQNIESMDKSQLK 480
NTDB id 11 SA RS00430 WP 001186602.1 EVQIKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKPLFDAKEISKLLQHIFHDIKHIEKSRLK 480
consensus !** !! !!! !!!!!!!!!! **!*!* !! !!! !!!!*!!!!*!!! *!* *! ! ! !!!*!!* ! ***!! !!

logo ALYLSTVIDR IDIKRKDEGNHKKQFYVTLKLNNE I IKQLFNNKTNQLDEVHLLNSTSSLFLPQTLYFLQTI
NTDB id 180482 A2I67 RS12690 WP 046099772.1 ALYLTVIDRIDIRKDENHKKQFYVTLKLNNEIIKQLFNNTNLDEVLLNTSSLFLPQTLYFQI 542
NTDB id 11 SA RS00430 WP 001186602.1 ALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
consensus !!!!*!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!! *!!!!*! !!!!!!!!!!! !



X non conserved
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X ≥ 50% conserved


