logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 180425 A2I65 RS00425 WP 253720356.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 180425 A2I65 RS00425 WP 253720356.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 180425 A2I65 RS00425 WP 253720356.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 180425 A2I65 RS00425 WP 253720356.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 180425 A2I65 RS00425 WP 253720356.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 180425 A2I65 RS00425 WP 253720356.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

LR RCAELANS e o N e e LD R

MKQWIGYLRQSTIUKQQSLAAQKQAIEA AEKHBIIQHINFYSDKQSGREDNREGYRA T LIQQGQCD LCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLEAQKQAIE§ILAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRY|
MKQAIGYLRQSTTKQQSLAAQKQWIEALARKHNIQRITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN

AL LS DAL OB TR

LKNALKLMKLCQMYHVHILSVHDGYFDMDWNAFDRIFKLNIFISLAELESDNIGEQV NG [MEKAKQG JMITTHAPFGYJAYH
YH
YH
11

LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGY[N
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYIsl

g E Y e YR LY RN D AT
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NIIQRFTLNGLYPYI J§IHI K KNL GIYFKNEPLNIVNQTMQSSTI AT
N IQQRFTLNMLYPYIDEIHISKNKSL GIYFKNEPLNIVNQEWJQSS I A%
NITQQRFTLNMLYPYIDEIMNISKNKSLEGIYFKNEPLNIVIMQTM [8S I \MEvse]
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